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Figure S1. Plasmid vector map, including the WT-SNCB 3'-UTR used in the luciferase assay.
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Figure S2. Plasmid vector map, including the Mut-SNCB 3'-UTR used in the luciferase assay.
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Figure S3. Gene Ontology analysis of 94 target proteins from three databases: TargetScan, miRWalk, and miRmap. BP, Biological process, orange color bar; CC, Cellular component, green color bar; MF, Molecular function, blue color bar.
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[bookmark: _GoBack]Figure S4. Cell viability test at different rotenone concentrations. Cells were incubated with different concentrations of ROT (0, 0.1, 0.3, 0.5, 0.7, 1, 3, and 5 μM) for 24 or 48 h and subjected to a CCK-8 assay. Data are presented as the mean ± SEM with n=4 and analyzed through one-way ANOVA followed by Bonferroni post hoc test. Statistical significance: *** p < 0.001 compared with 0 μM ROT group for 24 h; ### p < 0.001 compared with 0 μM ROT group for 48 h.
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Figure S5. Original western blotting analysis image in Fig. 3 of this manuscript.
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Figure S6. Original western blotting analysis image in Fig. 4 of this manuscript.
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Figure S7. Original western blotting analysis image in Fig. 5 of this manuscript.


[image: ]
Figure S8. Original western blotting analysis image in Fig. 6 of this manuscript.
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