Table 1: Patient characteristics of repeated bevacizumab responders 
[image: Et billede, der indeholder tekst, skærmbillede, nummer/tal, Font/skrifttype

Indhold genereret af kunstig intelligens kan være forkert.]
*NE = not evaluable according to RANO response assessment criteria. Abbreviations: Bev, bevacizumab; RT, radiotherapy; TMZ, temozolomide; OS, overall survival; PR, partial response; SD, Stable disease; PD, progressive disease.

Table 2: Pathology data on repeated bevacizumab responders
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*NE = not evaluable due to low tumour purity
**CNV = copy number variations
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Surgery (partial resection) +
60 F RT/TMZ + adj. TMZ (6 cycles) + PR 24 4 3 77 45
TMZ re-challenge (3 cycles)
Surgery (partial resection) +
34 F SD 55 5 5 130 112
RT/TMZ + adj. TMZ (6 cycles)
Surgery (partial resection) +
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re-surgery
Surgery (partial resection) +

58 F PD 27 3 3 48 43
RT/TMZ + adj. TMZ (2 cycles)

Surgery (partial resection) +
60 F PD 36 4 3 57 52
RT/TMZ + adj. TMZ (2 cycles)
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