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Supplementary figure 2. Protein coverage of W-Tau peptide-binding proteins shown in Table 2. Coverage images of
the eluted fraction of W-Tau peptide-binding proteins from both control and AD samples, along with their possible
post-translational modifications. Proteins analyzed (as listed in Table 2) include: Microtubule associated proteins
(MAPs) specifically MAP1B—featuring a schematic representation of heavy and light chain peptides (A)— and MAP2
(B), Tau (C), and Tubulin polymerization-promoting protein (TPPP) (D).
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MICROTUBULE ASSOCIATE PROTEIN 1B
Eluted control (MAP1B_HUMAN) Eluted AD

1 MATVVVEATE PEPSGSIANP AASTSPSLSH RFLDSKFYLL VVVGEIVTEE HLRRAIGNIE LGIRSWDTNL IECNLDQELK 1 MATVVVEATE PEPSGSIANP AASTSPSLSH RFLDSKFYLL VVVGEIVTEE HLRRAIGNIE LGIRSWDTNL IECNLDQELE
— —
LFVSRHSARF SPEVPGQKIL HHRSDVLETV VLINPSDEAV STEVRLMITD AARHKLLVLT GQCFENTGEL ILQSGSFSFQ 21 LEVSRHSARF SPEVPGQKIL HHRSDVLETV VLINPSDEAV STEVRLMITD AARHKLLVLT GQCFENTGEL ILQSGSFSFQ
NFIEIFTDQE IGELLSTTHP ANKASLTLEFC PEEGDWENSN LDRHNLQDFI NIKLNSASIL PEMEGLSEFT EYLSESVEVP 1€l NFIEIFTDQE IGELLSTTHP ANKASLTLFC PEEGDWENSN LDRHNLQDFI NIKLNSASIL PEMEGLSEFT EYLSESVEVP
SPFDILEPPT SGGFLELSKP CCYIFPGGRG DSALFAVNGE NMLINGGSER KSCEWEKLIRH LDRVDSILLT HIGDDNLPGI 241 SPFDILEPPT SGGFLKLSKP CCYIFPGGRG DSALFAVNGF NMLINGGSER KSCFWKLIRH LDRVDSILLT HIGDDNLPGI
NSMLQRETIAE LEEEQSQGST TNSDWMKNLI SPDLGVVFLN VPENLENPEP NIKMKRSIEE ACFTLQYLNE LSMKPEPLFR 321

NSMLQRKIAE LEEEQSQGST TNSDWMKNLI SPDLGVVFLN VPENLENPEP NIKMKRSIEE ACFTLQYLNK LSMKPEPLFR
SVGNTIDPVI LFQKMGVGKL EMYVLNPVES SKEMQYFMQQ WTGTNEDEAE FILPNGQEVD LPISYLTSVS SLIVWHPANP —_
AEKIIRVLEFP GNSTQYNILE GLERLEHLDF LEQPLATQED LTGQVPTPVV KQTELRKQRAD SRESLKPAAK PLPSKSVREKE
SKEEETPEVTK VNHVEKPPKV ESKEKVMVEK DEPIKTETKP SVTEEKEVPSK EEPSPVKAEV AEKQATDVEP EKAAKEKTVEE
ETKVEPEDEK EEKEEPKEKEV AKKEDKTPIK KEEKPKKEEV KKEVERKEIKK EEKKEPKKEV KEETPPEEVE KEVKKEEKKE
VEKEEKEPEK EIKKLPKDAK KSSTPLSEAK KPAALKPKVP KKEESVKKDS VAAGKPKEKG KIKVIKKEGK AAEAVAAAVG

401 SVGNTIDPVI LFQEMGVGKL EMYVLNPVKS SKEMQYFMQQ WTGTNEDEKEAE FILPNGQEVD LPISYLTSVS SLIVWHPANP
—

AEKIIRVLFP GNSTQYNILE GLEKLKHLDF LKQPLATQKD LTGQVPTPVV KQTKLKQRAD SRESLKPAAK PLPSKSVRKE
—

56l SEKEETPEVTE VNHVEKPPKV ESKEKVMVEK DKPIKTETKP SVIEKEVPSK EEPSPVKAEV AEKQATDVKFP KAAKEKTVERK
€41 ETKVKPEDKK EEKEKPEKEV ARKEDKTPIK KEERKPKKEEV KKEVEKKEIKK EEKKEPKKEV KKETPPKEVK KEVEKEEKKE
TEATTRA AACIAAIGPA RELERERSLM SSPEDLTXDE EELKAEEVDV TRDIKEQLEL IEDEEKLKET EPVERYVIQR 721 VEREEKEPEK EIKKLPKDAK KSSTPLSEAK KPAALKPKVP KREESVEEKDS VAAGKPREKG KIKVIKKEGK AAEAVAAAVG

EREVIKGPAE SPDEGITITE CEGECEQTEE ELEPVERQGV DDIBEKFEDEC AGFEESSETG DYEEKAETEE AEEPEEDGEE 501 TGATTAAVMA AAGIAAIGPA KELEAERSLM SSPEDLTKDE EELKAEEVDV TEDIKPQLEL IEDEEKLKET EPVEAYVIQK
HVCVSASKHS PTEDEESAKA EADAYIREKR ESVASGDDRA EEDMDEAIEK GEAEQSEEEA DEEDEKAEDAR EEEYEPEKME oo

88 EREVTEGPAE SPDEGITTTE GEGECEQTPE ELEPVEERQGV DDIEKFEDEG AGFEESSETG DYEEKAETEE AEEPEEDGEE
AEDY VD EAGGAEE QYGELITPTE QLGAQSPGRE PASSIHDETL PGGSESEATA SDEENREDQE EEFTATSGYT 961 HVCVSASKHS PTEDEESAKA EADAYIREKR ESVASGDDRA EEDMDEAIEK GEAEQSEEEA DEEDEAEDAR EEEYEPEEME
QSTIEISSEP TPMDEMSTPR DVMSDETNNE ETESPSQEFV NITKYESSLY SQEYSKPADV TPLNGFSEGS KTDATDGEDY

104 AEDYVMAVVD EKAAEAGGAEE QYGFLTTPTK QLGAQSPGRE PASSIHDETL PGGSESEATA SDEENREDQP EEFTATSGYT
NASASTISPP SSMEEDKFSR SALRDAYCSE VKASTTLDIK DSISAVSSEK VSPSKSPSLS PSPPSPLEKT PLGERSVNFS

LTENEIKVSA EAEVAPVSPE VIQEVVEEHC ASPEDKTLEV VSBSQSVIGS AGHTPYYQSP TDEKSSHLET EVIEKEPAVE 1121 QSTIEISSEP TPMDEMSTPR DVMSDETNNE ETESPSQEFV NITKYESSLY SQEYSKPADV TPLNGFSEGS KTDATDGKDY
VSFEFSDAKD ENERASVSPM DEPVPDSESP IEKVLSPLRS PPLIGSESAY ESFLSADDKA SGRGAESPFE EKSGKQGSPD NASASTISPP SSMEEDKFSR SALRDAYCSE VKASTTLDIK DSISAVSSEK VSPSKSPSLS PSPPSPLEKT PLGERSVNES
QVSPVSEMTS TSLYQDKQEG KSTDFAPIKE DFGQEKKTDD VEAMSSQPAL ALDERKLGDV SPTQIDVSQF GSFKEDTEMS
ISEGTVSDKS ATPVDEGVAE DTYSHMEGVA SVSTASVATS SFPEPTTDDV SPSLHAEVGS PHSTEVDDSL SVSVVQTETT
FQETEMSPSK EECPRPMSIS PPDFSPKTAK SRTPVQDHRS EQSSMSIEFG QESPEQSLAM DFSRQSPDHP TVGAGVLHIT
ENGPTEVDYS PSDMQDSSLS HKIPPMEEPS YTQDNDLSEL ISVSQVEASP STSSAHTPSQ TASPLQEDTL SDVAPPRDMS
LYASLTSEKV QSLEGEKLSP KSDISPLTPR ESSPLYSPTF SDSTSAVKEK TATCHSSSSP PIDAASAEPY GFRASVLEDT
MQHHLALNRD LSTPGLEKDS GGKTPGDFSY AYQKPEETTR SPDEEDYDYE SYEKTTRTSD VGGYYYEKIE RTTKSPSDSG
YSYETIGKTT KTPEDGDYSY EIIEKTTRTP EEGGYSYDIS EXTTSPPEVS GYSYEKTERS RRLLDDISNG YDDSEDGGHT

LTPNEIKVSA EAEVAPVSPE VIQEVVEEHC ASPEDKTLEV VSPSQSVTGS AGHTPYYQSP TDEKSSHLPT EVIEKPPAVP
——

VSFEFSDAKD ENERASVSPM DEPVPDSESP IEKVLSPLRS PPLIGSESAY ESFLSADDKA SGRGAESPFE EKSGEKQGSPD
QVSPVSEMTS TSLYQDEQEG KSTDFAPIKE DFGQEKKTDD VEAMSSQPAL ALDERKLGDV SPTQIDVSQF GSFEEDTEMS
5=

ISEGTVSDKS ATPVDEGVAE DTYSHMEGVA SVSTASVATS SFPEPTTDDV SPSLHAEVGS PHSTEVDDSL SVSVVQTPTT
—

FQETEMSPSK EECPRPMSIS PPDFSPKTAK SRTPVQDHRS EQSSMSIEFG QESPEQSLAM DESRQSPDHP TVGAGVLHIT
ENGPTEVDYS PSDMQDSSLS HRIPPMEEPS YTQDNDLSEL ISVSQVEASP STSSAHTPSQ IASPLQEDTL SDVAPPRDMS
LYASLTSERKV QSLEGEKLSP KSDISPLTPR ESSPLYSPTF SDSTSAVEEK TATCHSSSSP PIDAASAEPY GFRASVLEDT
MOHHLALNRD LSTPGLEKDS GGKTPGDESY AYQRPEETTR SPDEEDYDYE SYEKTTRTSD VGGYYYEKIE RTTKSPSDSG
YSYETIGKTT KTPEDGDYSY EITEKTTRTP EEGGYSYDIS EKTTSPPEVS GYSYEKTERS RRLLDDISNG YDDSEDGGHT
LGDPSYSYET TEKITSFPES EGYSYETSTK TTRTPDTSTY CYETAEKITR TPQASTYSYE TSDLCYTAEK KSPSEARQDV
DLCLVSSCEY KHPKTELSPS FINPNPLEWF ASEEPTEESE KPLTQSGGAP PPPGGKQQGR QCDETPPTSV SESAPSQTDS

LGDPSYSYET TEKITSFPES EGYSYETSTK TTRTPDTSTY CYETAEKITR TPQASTYSYE TSDLCYTAEK KSPSEARQDV
DLCLVSSCEY KHPKTELSPS FINPNPLEWE ASEEPTEESE KPLTQSGGAP PPPGGKQQGR QCDETPPTSV SESAPSQTDS
DVPPETEECP SITADANIDS EDESETIPTD KTVTYKHMDP PPAPVQDRSP SPRHPDVSMV DPEALATEQN LGKALEKDLE
224 EKTKTKEPGT KTKSSSPVKK SDGKSKPLAA SPKPAGLKES SDEVSRVASP KRKKESVEKAA KPTTTPEVKA ARGEEKDEET

2321 EKNAANASASK SAKTATAGPG TTETTESSAV PPGLPVYLDL CYIPNHSNSEKE NVDVEFFKRV RSSYYVVSGN DPAAEEPSRA

— 2218
2:”,,37 211l DVPPETEECP SITADANIDS EDESETIPTD KTVTYKHMDP PPAPVQDRSP SPRHPDVSMV DPEALATEQN LGKATLKEDLE
2401 VLDALLEGKA QWGSNMQVTL IPTHDSEVMR EWYQETHEEQ QDLNIMVLAS SSTVVMQDES FPACKIEL &
_'N_' 2241 EERTKTEKEPGT KTKSSSPVKR SDGKSKPLAA SPKPAGLKES SDEKVSRVASP KKKESVEKAA KPTTTPEVKA ARGEEKDKET
_— —

il Methylation{others) (+14.02)

233838

wm
KNAANASASK SAKTATAGPG TTETTESSAV PPGLPVYLDL CYIPNHSNSK NVDVEFFKRV RSSYYVVSGN DPAAEEPSRA

N o
Full length 2401 VLDALLEGKE QWGSNMQVTL TPTHDSEVMR EWYQETHEKQ QDLNIMVIAS SSTVVMQDES FPACKIEL
1 2459 RS
Heavy chain & Acetylation (M-term) (+42.01)
1 2185 m Methylation{others) (+14.02)
— Light chain

2210 2459
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SARIVQVVTA EAVAVLEGEQ
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Eluted control
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TEAKKDEWGL VAPISPGPLT

KSLOQTSGPA TAKDSFKIEE

MICROTUBULE ASSOCIATED PROTEIN 2
(MTAP2_HUMAN)

REDEEGAFGE
ANLPFSFFP3

EDMQGTEEEK

PMREKDVEFDD

PHEAKPDKMA

QEPILTEKET ELKLEEKTTI

TDMLEQDSFP VSLEQAVTDS
KYFETSALKE EATKSIEPGS
I————

TIDFEVYGEEK
EGDDYLPATT
SVSADAEVAR

EPSSPQERMF
ILTNTSGSMD
DLAGTRSRLA

GESGTFYEGT
ADSKEHAKKT
SDFGQMASGL
YESSGEHESL
SITPSDVAEP
FITVVQTTTD
DYKDETTIDD
STVSRDEVRR
VTKSPEKRSS
SRTPGTEGTP
QVQIVTRKID
RVDHGAEIIT

DDEVREDLAT
EEAGDEIETF
NIDDRRATEL
TMESLEADEG
LHETIVSEPA
EGESGSHSVR
SIMDADSLWV
KKAVYKKAEL
LPRFSSILPP
SYPRTPHTPG
LSHVTSKCGS
QSPGR33SVAS

AMTSKTLEKA MTEPSALIEEK
DYYELSDTRE SVHESIDTMS

RDLHSENKDD LTLSRSLGLG
PALEFKAPCFP VESKEEEQIE

RESVPSETVV EDSRTGLPPV
I—

DLSLIEVEKLA AAGRVEDEFS
GLGVTYEQAL AKDLSIPTDA
ELEATQDMTP SSKAPQEADA
EKETSPESSL IQDEIAVELS
EIQSEEEEIE AQGEYDKLLF
FAALEQPEVE RRPSPHDEEE
DTQDDDRSIM TEQLETIFPEKE
AKKTEVQAHS PSEKFILEPA
RRGVSGDRDE NSFSLNSSIS
TPESAILVPS EKEVAIIRTFP
LENTRHRPGG GRVEIESVEL
PRRLSNVSSS GSINLLESFQ

SDEEAVPEES

SSIQELFEMR
PMHENGDEEF

GRSATEQRSM
EVEATGEEST
TDENHVIVET

VDEEASAHIS
SSEFKAEKGLS
FMGVESGHME
VEIPCPFPAVS
RSDTLQITDL
FEVEEAAEAQ
EFAEKEARRS
IKYTRPTHLS
SSARRTTRSE
PESPATPEQL
DFKEKAQAKV
LATLAEDVTA

m Methylation(others) (+14.02)
m Methylation(kR) (+14.02)

HGSQGTYSNT
PASEQTVTVE

APLALFGHTL

IPEWEGEQFD

EAPPSEAMTL

KPPKPADEEI

VDDEDEIEGV
QTGKESQPSP

SINLPMSCLD
QAEISCESPF
DSQLEDLGYC

GDESGLSKEF
SVPEIAEVEP
EGTKVSETEV
EADLATDERA
GVSGAREEFV
AEPEDGSPEA
SLEKHRKEKP
CVERKTTAAG
PIRRAGKSGT
RLINQPLEDL
GSLDNAHHVP
ALARQGL

KENGINGELT
EDLLTASEME

VASLEDMEQE

SPMPSPFQGG
PEDAHIFVVE

—
GIIQTSTEHT

GAATSAELDM
PAQEAGYSTL

SIALGEFNEGR
LAKDFYENGT
VEFNEYTVFLP

DQEKKANDRL
SEKVEQGLDF
KEKVAKPDLV
DVQMEFIQGP
ETCPSEHKGV
PASPEREEVA
FETGRGRIST
GESALAPSVF
STPTTEGSTA
KNVESKIGST
GGGNVKIDSQ

MADEREDEAK
SADRETAEEV

FHDQQELTPS

TEPSLVVPGI

SFTLPLDVMK

EHVMGEVLEE

FSEQKDQEPT
PFYEDKSGMS
AQSYPSDLEE
GHDLSPLASD
VMAPDLEEML
SPVQDSENLS
DTVLEKSEEH
AVQGQLDVKI
HQEAVDKEES
KEESKETPDI
IESVVTIEDD
LSEYKTETYD
PERKVAKKEP
KQAKDKVSDG
ITPGTEPSYS
DNIKYQPRGG
KLNFREHAKA

APHWTSAPLT
SARIVQVVTA

TAEPSDQEEK

DLPKEPPTPK

NEIVTETSPF

EEEAINQETV

TDMLEQDSEP
KYFETSALKE
EPSSPQERMFE
ILTNTSGSMD
DLAGTESRLA
GESGTFYEGT
ADSKEHAKKT
SDFGQMASGL
YESSGEHESL
SITPSDVAEP
FITVVQTTTD
DYEDETTIDD
STVSEDEVRR
VTKSPEKRSS
SRTPGTEGTP
QVQIVTRKID
RVDHGAEIIT

Eluted AD

EASAHSHPPE IKDQGGAGEG LVRSANGFPY REDEEGAFGE HGSQGTYSNT KENGINGELT
EAVAVLEGEQ EEEAQHEDQT AALPLAAEET ANLPPSPPPS PASEQTVIVE EDLLTASKEME

205
U

ESEKQSKPGE DLKHAALVSQ PETTKTYPDK KDMQGTEEEK APLALFGHTL VASLEDMEQK
——

o ———————— ]

EQKDWFIEMP TEAKKDEWGL VAPISPGPLT PMREKDVFDD IPEWEGKQFD SPMPSPFQGG

7y
o

APAFLQPDDE KSLQQTSGPA TAKDSFKIEE PHEAKPDKMA EAPPSEAMTL PKDAHIPVVE
— B ————

QQRDTFTPSG QEPILTEKET
I ————————

VSLEQAVTDS
EATESIEPGS
TIDPEVYGEEK
EGDDYLPATT
SVSADAEVAR
DDEVRRDLAT
EEAGDEIETFEF
NIDDRRATEL
TMESLEADEG
LHETIVSEFA
EGESGSHSVR
SIMDADSLWV
KEAVYKKAEL
LPRPSSILFEP
SYPRTPHTPG
LSHVTSKCGS
QSPGRSSVAS

AMTSKTLEEA
DYYELSDTRE
RDLHSENEKDD
PALEEAPCFP
RESVESETVV
DLSLIEVELA
GLGVTYEQAL
ELEATQDMTE
ERKETSPESSL
EIQSEEEEIE
FAALEQPEVE
DTQDDDRSIM
AKKTEVQAHS
RRGVSGDRDE
TPESAILVES
LENIRHRPGG
PRRLSNVSSS

=]

ELELEEKTTI SDKEAVPKES
I—

MTEPSALIEK SSIQELFEMR
SVHESIDTMS FMHENGDEKEF
LTLSRSLGLG GRSAIEQRSM
VESKEEEQIE KVKATGEEST
EDSRTGLPFV TDENHVIVET
AAGRVEDEFS VDKEASAHTS
AKDLSIPTDA SSEKAEKGLS
SSKAPQEADA FMGVESGHMEK
IQDEIAVELS
AQGEYDELLF
RRPSPHDEEE
TEQLETIPKE
PSREFILEPA
NSFSLNSSIS
EEKEVAIIRTP
GRVEIESVEKL
GSINLLESFPQ

VEIPCPPAVS
RSDTLQITDL
FEVEEAAEAQ
EKAEKEARRS
IKYTRPTHLS
SSARRTTRSE
PESPATPEQL
DFKEKAQAKV
LATLAEDVTA

m Methylation(KR) (+14.02)

o Oxidation (M) {+1

5.99)

KEPPEPADEET

VDDKDKIEGV
QTGKESQPSP
SINLFMSCLD
QAEISCESPF
DSQLEDLGYC
GDRSCLSKEF
SVPEIAEVEP
EGTKVSETEV
EADLATDERA
CVSGAREEFV
AEPKDGSPEA
SLEKHRKEKP
CVERKTTAAG
PIRRAGKSGT
RLINQPLPDL
GSLDNAHHVP
ALAKQGL

GIIQTSTEHT

GAATSAELDM
PAQEAGYSTL
SIALGFNEGR
LAKDFYKNGT
VENKYTVELE
DQEKKANDRL
SKKVEQGLDF
KEKVAKPDLV
DVQMEFIQGP
ETCPSEHKGV
PASPEREEVA
FETGRGRIST
GESALAPSVFE
STPTTEGSTA
KNVESKIGST
GGGNVEIDSQ



MAEPRQEFEV
DEGAPGKQBA
EGPREATRQP
QDGRPPQTAA
HLGRAAFPGA
AKTLENRECL
GQANATRIPA

QTAPVPMPDL
SLGNIHHEPG

SPERHLSNVSS

MEDHAGTYGL GDREDQGGYT
AQPHTEIPEG TTAEEAGIGD
SGTGPEDTEG GRHAPELLEH
REATSIPGFP AEGAIPLPVD
PGEGPEARGP SLGEDTEEAD
SPEHPTPGSS DPLIQPSSPA
KTPPAPKTPP SSGEPPESGD

ENVESEIGST ENLEHQPGGG
GGQVEVESEEK LDFEDEVQSE

TGSIDMVDSP QLATLADEVS

Eluted control

MHQDQEGDTD
TPSLEDEAAG
QLLGDLHQEG
FLSKVSTEIP
LPEPSEKQPA
VCPEPPSSPE
RSGYSSPGSP

AGLEKESPLQT
HVTQEPESGE
PPLEGAGGEE
ASEPDGPSVG
ARPRGEPVSR
YVSSVISETG
GTPGSRSRTP

PTEDGSEEPG
VVQEGFLREP
RPGSEEEVDE
RAKGQDAPLE
VPQLEARMVS
SSGAREMKLE
SLPTPPTREP

KVQIINEEKLD

IGSLDNITHV

LSNVQSKCGS

PGGGNKKIET

ASLAKQGL

EDNIEHVEGG

HELTFRENAK

TAU

(TAU_HUMAN)

SETSDAKSTP TAEDVTAPLV
GPPGLSHQLM SGMPGAPLLP
DRDVDESSPQ DSPPSKASFPA
FTFHVEITPN VQEEQAHSER
KESEDGTGSDD KEAKTSTRSS
GADGETKIAT PRGAAPPGQEK
KEVAVVRTPP KSPSSAKSRL
GSVQIVYKEV DLSKVTSKECG
—
AKTDHGAEIV YESPVVSGDT

721

MAEPRQEFEV
DEGAPGKQAL
EGPREATRQP
QDCRPPQTAA
HLGRAAFPGA
AKRTLENREPCL
GQANATRIPA
E87

o
QTAPVPMPDL

MEDHAGTYGL
AQPHTEIPEG
SGTGPEDTEG
REATSIPGFEP
PGEGPEARGP
SPEHPTPGSS
KTPPAPETPP

GDREDQGGYT
TTAEEAGIGD
GRHAPELLEH
AEGAIPLEVD
SLGEDTKEAD
DPLIQPSSFA
SSGEPPKSGD

Eluted AD

MHQDQEGDTD
TPSLEDERAG
QLLGDLHQEG
FLSKVSTEIP
LPEPSEKQPA
VCPEPPSSPR
RSGYSSPGSP

AGLEESPLQT
HVTQEPESGK
PPLEGAGGEE
ASEPDGPSVG
AAPRGKPVSR
YVSSVTSRTG
GTPGSRSETP

PTEDGSEEPG
VVQEGFLREP
RPGSKEEVDE
RAKGQDAPLE
VPQLEARMVS
S5GAKEMELK
SLPTPPTREFP

KNVESEKIGST

ENLKHQPGGG

SLGNIHHEPG

SPRHLSNVSS
—

GGQVEVESER

TGSIDMVDSPE

LDFEDRVQSK

QLATLADEVS

EVQIINEEKLD

IGSLDNITHV

ASLAKQGL

LSNVQSKCGS

PGGGNKKIET

o Oxidation (M) (+15.99)

EDNIKHVPGG

HELTFRENAK

SETSDAKSTP
GPPGLSHQLM
DRDVDESSPQ
FTFHVEITPEN
KSKDGTGSDD
GADGEKTKIAT
EEVAVVRTFP

TAEDVTAPLV
SGMPGAPLLP

DSPPSKASPA
VQKEQAHSEE
KEAKTSTRSS
PRGAAPEGOK

KSPSSAKSRL
-

GSVQIVYKPV DLSKVTSKCG
—

AKTDHGAEIV YKSPVVSGDT




TUBULIN POLYMERIZATION-PROMOTING PROTEIN
(TPPP_HUMAN)

Eluted control Eluted AD

1 MADEKAKPAKA ANRTPPESPG DPSKDRAAKR LSLESEGAGE GAAASPELSA LEEAFRRFAV HGDARATGRE MHGKNWSELC 1 MADKAKPAKA ANRTPPKSPG DPSKDRAAKR LSLESEGAGE GARASPELSA LEEAFRRFAV HGDARATGRE MHGENWSELC
51 FKDCQVIDGRN VTVTDVDIVF SKIKGKSCRT ITFEQFQEAL EELAKKRFKD KSSEEAVREV HRLIEGFKAPI ISGVTKAISS 51 KDCQVIDGREN VIVIDVDIVF SKIKGESCRT ITFEQFQEAL EELAKKRFED KSSEEAVREV HRLIEGEAPI ISGVTKAISS
1&1l PTVSRLTDTT KFTGSHEERF DPSGEGKGKA GEVDLVDESG ¥YVSGYKHAGT YDQREVQGGE 198

mn

lel PTVSRLTDTT KFTGSHEERF DPSGKGEGKA GRVDLVDESG YVSGYKHAGT YDQREVQGGK

m

m Methylation{others) (+14.02)



	Número de diapositiva 1
	Número de diapositiva 2
	Número de diapositiva 3
	Número de diapositiva 4
	Número de diapositiva 5

