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Supplementary Fig. S1 Silencing initiation in CG57.  a Southern blot analysis in T1 plants of CG57 with HindIII digestion and hph gene probe.  Lane, U, undigested CG57/1 DNA.  λ-HindIII sizes are positioned on the right.  b and d Northern blot analysis in CG57 T1 plants using chi11 gene (b), and GLU gene (d) as probes. A portion of the ethidium bromide-stained gel corresponding to 18S rRNA (18S) is shown at the bottom to show equal loading of RNA.  c and e Western blot analysis in CG57 T1 plants using antibodies against chitinase (b) and β-1,3-GLUCANASE (d) proteins. Lanes, C, DNA/ RNA/ protein samples from untransformed control plant; 57/1, 2, 3, 4, 5, DNA/ RNA/ protein samples from respective T1 plants; M, RNA ladder/protein marker
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Supplementary Fig. S2 Methylation analysis in coding region of gus (PTGS) and GLU (TGS) genes by Southern blotting.  Genomic DNA (5 µg) from CG57 (57) and CG53 (53) was digested with AluI (Al) and MspI (Ms) and the blots were subjected to hybridization using gus gene (a) and GLU gene (b) as probes.  Lanes Bi, binary vector controls. Marker sizes are marked at the edges of the blots.
