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c Z score profile

mac1: F13A1, NAV2,
MAMDC, FGF13, LYVE1
mac2: IGSF21, DIRC3,
CD74, ADAM28

mac3: EMP1, THBS1,
NAMPT, HMOX1,
ANXA1

mono1: VCAN, RIPOR2,
FCN1

DC1: AFF, HLA-DQA1,
CD74, HLA-DPB1
mono2: PAG1, LYN,
LYST, LILRB2, ITGA4

Adj.P.Value

0.04
0.03
0.02

- 0.01

mac4: LSAMP, PTPRG,
NAV2, LYVE1, F13A1
mac5: POLQ, MKI67,
EZH2

mac6: MAMDC2,
SCNOA, F13A1

mac7: IL2RA, F13A1,
PLTP, EMP1, LYVE1
mac8: PLCB1, CD74,
HLA-DRB1




