	 
	Samples
	Genus+
	R stat
	p-value

	In situ
	M
	Janthinobacterium
	0.843
	0.006**

	
	M
	Oxalobacteraceae family
	0.837
	0.007**

	
	M
	Pseudomonas 
	0.824
	0.007**

	
	M
	Polaromonas
	0.796
	0.007**

	
	M
	Microbacteriaceae family  
	0.775
	0.007**

	
	M
	Norcadioides 
	0.775
	0.010*

	
	P
	Flavobacterium 
	0.755
	0.006**

	
	R
	Microbacterium 
	0.75
	0.006**

	
	R
	Sphingomonadeceace family 
	0.72
	0.007**

	
	R
	Pedobacter
	0.712
	0.007**

	
	R
	Rhizobiaceae family
	0.707
	   0.007*

	
	R
	Arthrobacter
	0.707
	0.006**

	Plate
	M
	Sphingobacterium
	0.814
	0.006**

	
	M
	Brevibacterium
	0.796
	0.007**

	
	M
	Bacillus
	0.755
	0.007**

	
	M
	Achomobacter
	0.75
	0.007**

	
	P
	Micrococaceae family
	0.72
	0.007**

	
	P
	Pseudomonas
	0.712
	0.010*

	
	P
	Janthinobacterium
	0.707
	0.006**

	
	P
	Novosphingobium
	0.707
	0.007**

	
	P
	Mucilaginibacter
	0.814
	0.006**

	
	R
	Rhizobiaceae family
	0.796
	0.007**

	
	R
	Pedobacter
	0.755
	0.018*

	
	R
	Stenotrophomonas
	0.75
	0.007**

	
	R
	Microbacteriaceae family
	0.72
	  0.007*

	
	R
	Sphingomonadaceae family
	0.712
	0.006**

	
	R
	Lysobacter
	0.707
	0.007**

	
	R
	Atrthrobacter
	0.707
	0.006**


Table S2. Microbial indicators (genus level) in lawns from permafrost (P), moraine (M), and rhizosphere (R) soils collection recovery by in situ and plate methods.
