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Supplementary Figures
S1. The characterization and safety assessment of engineer bacteria.
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S2. A.Comparison of tumor apoptosis among different groups
B.The immunohistochemistry image of collagen I
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[bookmark: _GoBack]S3. The functional analyze of Cd8t_02 cluster (A-B) and Cd8t_04 cluster (C)
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S4. The function validation of CD8+ T with or without LIFUS-GVs
[image: S4]
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The functional analyze of Cd8t_02(Fig. A-B) and Cd8t_04 (Fig.C)
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