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Suppl Fig. 1 Expressional levels of STEAP3 protein in Caco-2 cells transfected with or without siSTEAP3 siRNA in the presence or absence of FAC (100 µM).
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  Suppl Fig. 2 Rescue of increased viral entry in STEAP3-deficient RD cells by reconstitution of STEAP3 expression. Cells were knockdown with siRNA for 24 h and then transfected with pIRES2-Flag-STEAP3 for an additional 24 h. Virus binding (A) and internalization assays (B) were conducted. *p < 0.05 compared to siControl-transfected cells without overexpression of STEAP3. #p < 0.05 versus siSTEAP3-transfected cells without overexpression of STEAP3 using the student’s t-test. All data are shown as the mean (± s.d.).
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Suppl Fig. 3 STEAP3 expression in Caco-2 cells knockdown with siRNA targeting to control or STEAP3.
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Suppl Fig. 4 The expression level of STEAP3 mRNA in calu-3 cells transfected with siControl or siSTEAP3 for 24 and 48 h. *p< 0.05 versus siControl-transfected cells using the student’s t-test. All data are shown as the mean (± s.d.).
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Uncropped and unprocessed blots are presented in Fig. 1B. 
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   Uncropped and unprocessed blots are presented in Fig. 3.
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  Uncropped and unprocessed blots are presented in Fig. 4.
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Uncropped and unprocessed blots are presented in Fig. 5F.
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