Motif analysis (ATAC-seq; Fig. 1h, 1i)
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Enriched motif

Fra1 2TGASTCALS
A3 EATGASTCAZ
BATF X2TCAcTCAL
JunB  22TCASTCAZLE=
AP-1 ZZETCASTCALSE

AP-1 transcription factor

TGASTCA
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