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[bookmark: OLE_LINK107][bookmark: OLE_LINK105]Supplementary Fig.1 Single cell RNA sequencing analysis for the heterogeneity and distinct subgroups between primary and metastatic focuses of GBC patients. UMAP dimensionality reduction clustering analysis in (A) overall samples, (B) different groups, (C) different cell cycle phases, and (D) cell types in different groups.
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[bookmark: OLE_LINK109]Supplementary Fig.2 (A) GO and (B) KEGG analyses for the DEGs in clusters 2, 9 and 21. 
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[bookmark: OLE_LINK33][bookmark: _Hlk196388741]Supplementary Fig.3 KEGG pathway annotations for genes CTSG, FLNC, CCNB1, HSPB8, NR4A1 and MYLK based on the Gene Set Enrichment Analysis (GSEA).
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