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[bookmark: _GoBack]Supplementary Table 2. Representation of trait variability, indicated by the genotypes located at the positive or negative extremes of the principal components.
	Traits
	Highly diverse genotypes

	Number of tiller per plant (NTPP), Days after flowers Initiation (DAFI), Rhizome yield per plant (RYPP), Girth of Rhizome (GR), Length of Rhizome (LR)
	IISRNAGS9101, APCP16, KLCP14, TNCP13, APCP11, KLCP6, KLCP3

	Stem girth (SG), Internodal length of rhizome (ILR), Number of flowers per inflorescence (NFPI), 
	TNCP20, TNCP19, TNCP17

	Number of Leaves per plant (NLPP), Plant height (PH)
	PYCP1,KLCP18



