Supplementary material
Supp. Fig. 1: geNorm analysis of reference genes from K. phaffii ΔgSec at 20°C and K. phaffii gSec 28°C, 96 h post induction.  A) genes with lower geNorm M values are considered more stable, with the most stable genes being ACT1 and TFC1. B) The number most stable genes used in the experiment was determined by a geNorm V value below 0.15; leading to the application of two reference genes in this study.
Supp. Tab. 1: PCR primer sequences for strain construction. The primers were used for amplification of the Secale cereale Sec2 gene, the expression cassette BSY3Z, and mutations thereof containing the secretion signals MATα-prepro (S1), OST1-pre (S3), OST1-pre-MATα-pro (S4), or the null mutant. 
Supp. Tab. 2: MIQE checklist
Supp. Tab. 3: PCR primer sequences for RT-qPCR analysis. The target sequences are divided into reference genes (REF) and genes of interest (GOI).
Supp. Data 1: RDML-files from RT-qPCR experiments.

