Supplementary materials

Supplementary Table 1. List of the peptides identified in HSC digest. The Table reports the
sequence of the peptide identified with high confidence (X correlation = 2.5) and name and accession
code of the corresponding protein from which the peptide was generated. Lowercase letters in the
sequence indicate PTMs: deamidation of Asn (n) and GIn (g) and oxidation of Met (m). Peptides
exclusively present in HSC digest are in bold. The sequence stretch corresponding of bioactive

peptides in SATPdb and DFBP data banks are in red.

Supplementary Table 2. List of the peptides identified in HSD protein extract digest. The Table
reports the sequence of the peptide identified with high confidence (X correlation = 2.5) and name
and accession code of the corresponding protein from which the peptide was generated. Lowercase
letters in the sequence indicate PTMs: deamidation of Asn (n) and GIn (gq) and oxidation of Met
(m)Peptides exclusively present in HSD protein extract digest are in bold. The sequence stretch

corresponding of bioactive peptides in SATPdb and DFBP data banks are in red.

Supplementary Table 3. Sequence of the bioactive peptides present in SATPbd and DFBP data
bases. The table reports the sequence of the bioactive peptides listed in SATPbd and DFBP data

bases identified in HSD and HSD protein extract data sets.



