
Lipomer Cholesterol PEG Helper Lipid Other Lipomer Cholesterol PEG Helper Lipid Other
cKK-E12 Standard cKK-E12 Cholesterol C14-PE-PEG2K DOPE 1 35 46.5 2.5 16 0
Moderna Vaccine SM-102 (Moderna - Cayman) Cholesterol DMG-PEG-2K DSPC 1 50 38.5 1.5 10 0

mRNA Cargo

OVA

GFP

Nluc

anchored anti-PD1 (Human IgG)

ATGAAATGGGTCACCTTTATCTCCCTGCTGTTCCTGTTTAGCTCCGCATACTCAGTGTTTACCCTGGAAGACTTTGTGGGCGATTGGCGGCAGACAGCCGGCTACAACCT
GGACCAGGTGCTGGAGCAGGGAGGCGTGAGCTCCCTGTTCCAGAATCTGGGCGTGTCCGTGACCCCAATCCAGAGAATCGTGCTGTCTGGCGAGAACGGCCTGAA
GATCGACATCCACGTGATCATCCCCTATGAGGGCCTGTCTGGCGATCAGATGGGCCAGATCGAGAAGATCTTCAAGGTGGTGTACCCTGTGGACGATCACCACTTCAA
AGTGATCCTGCACTATGGCACCCTGGTCATCGACGGAGTGACCCCAAATATGATCGATTACTTCGGCAGGCCTTATGAGGGCATCGCCGTGTTTGATGGCAAGAAGATC
ACCGTGACAGGCACCCTGTGGAACGGCAATAAGATCATCGACGAGAGGCTGATCAACCCAGATGGCTCCCTGCTGTTTCGCGTGACAATCAATGGAGTGACCGGATG
GAGGCTGTGCGAGAGAATCCTGGCAGGAGGAGGAGGCAGCCACGAGACAACACCCAACAAGGGCTCTGGCACCACAAGCGGCACCACAAGACTGCTGTCCGGC

CACACCTGCTTTACTCTGACCGGGCTGCTGGGCACACTGGTGACTATGGGGCTGCTGACC

CompositionLNP

ORF Sequence

ATGGGCTCTATCGGCGCCGCCAGCATGGAATTTTGCTTCGACGTGTTCAAGGAGCTGAAAGTGCATCACGCGAATGAGAACATCTTCTACTGTCCTATCGCCATCATGTC
TGCCCTGGCCATGGTCTACCTGGGCGCCAAGGACTCTACAAGAACCCAAATCAACAAGGTCGTGCGGTTCGATAAGCTGCCCGGCTTCGGAGATTCTATCGAAGCCC
AGTGTGGCACCAGCGTGAACGTTCACAGCTCCCTGCGGGATATCCTGAACCAGATCACAAAGCCCAACGACGTGTACAGCTTCAGTCTGGCTAGCAGACTGTACGCT
GAGGAAAGATACCCTATCCTGCCAGAGTACCTGCAGTGCGTGAAGGAACTCTATAGAGGAGGCCTGGAACCCATCAACTTCCAGACCGCAGCCGACCAGGCCAGAG
AGCTGATCAACAGCTGGGTGGAATCTCAGACCAACGGCATCATCCGGAACGTGCTGCAGCCTAGCAGCGTGGACTCCCAGACCGCCATGGTGCTTGTGAACGCCAT
CGTGTTCAAGGGCCTGTGGGAGAAGACATTCAAAGACGAGGACACCCAGGCCATGCCTTTCAGGGTTACAGAGCAGGAGAGCAAGCCTGTGCAGATGATGTACCAGA
TAGGACTGTTTCGGGTGGCCAGCATGGCCAGCGAGAAGATGAAAATTCTGGAACTGCCTTTTGCCAGCGGCACAATGAGCATGCTGGTGCTGCTGCCTGATGAGGTGA
GCGGCCTCGAACAGCTGGAATCCATCATCAATTTCGAGAAGCTGACCGAGTGGACCTCTAGCAACGTGATGGAAGAGAGAAAGATCAAAGTGTACCTGCCTAGAATGAA
GATGGAAGAGAAATACAACCTGACAAGCGTCCTGATGGCTATGGGCATCACCGACGTGTTTAGCAGCTCTGCTAATCTGTCTGGCATCAGCTCCGCCGAGAGCCTGAA
GATTAGCCAAGCTGTGCACGCCGCCCACGCCGAGATCAACGAGGCTGGAAGAGAAGTGGTGGGCAGCGCCGAGGCCGGCGTGGACGCCGCTAGCGTGTCTGAG

GAATTCCGGGCCGATCACCCCTTCCTGTTCTGCATCAAGCACATCGCCACCAATGCCGTGCTGTTCTTCGGCAGATGCGTGTCCCCA

ATGGTGTCCAAGGGCGAGGAACTGTTCACCGGCGTGGTGCCCATCCTGGTGGAACTGGATGGCGACGTGAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGA
AGGCGACGCCACATACGGAAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCTGCCCGTGCCTTGGCCTACCCTCGTGACCACACTGACCTACGGCGTGCA
GTGCTTCAGCAGATACCCCGACCATATGAAGCAGCACGACTTCTTCAAGAGCGCCATGCCCGAGGGCTACGTGCAGGAAAGAACCATCTTCTTTAAGGACGACGGCA
ACTACAAGACCAGGGCCGAAGTGAAGTTCGAGGGCGACACCCTCGTGAACAGAATCGAGCTGAAGGGCATCGACTTCAAAGAGGACGGCAACATCCTGGGCCACAA
GCTGGAGTACAACTACAACAGCCACAACGTGTACATCATGGCCGACAAGCAGAAAAACGGCATCAAAGTGAACTTCAAGATCCGGCACAACATCGAGGACGGCTCCGT
GCAGCTGGCCGACCACTACCAGCAGAACACCCCTATCGGCGACGGCCCTGTGCTGCTGCCTGACAACCACTACCTGAGCACCCAGAGCGCCCTGAGCAAGGAC

CCCAACGAGAAGAGGGACCACATGGTGCTGCTGGAATTCGTGACCGCCGCTGGCATCACCCTGGGCATGGACGAGCTGTACAAG

ATGAAATGGGTCACCTTCATCAGCCTGCTGTTCCTGTTTAGCTCCGCCTACAGCGATATTGTCATGACGCAGGGGACACTGCCTAACCCTGTCCCATCCGGAGAATCC
GTTTCAATTACGTGCCGCTCTAGCAAGAGCTTGCTGTACTCTGATGGCAAGACATATCTGAACTGGTATCTGCAGCGTCCGGGTCAGAGTCCCCAATTGCTGATCTACTG
GATGTCCACTAGAGCGAGTGGTGTGTCCGACCGTTTTTCCGGATCCGGATCTGGCACCGACTTTACCCTCAAGATCTCCGGGGTGGAAGCAGAAGATGTGGGCATTTA
TTACTGTCAACAGGGGCTGGAGTTCCCCACATTTGGCGGCGGCACAAAGCTGGAGCTGAAGACCGTGGCCGCTCCTAGCGTGTTCATTTTTCCACCTTCTGATGAGCA
ACTGAAGAGCGGCACCGCCAGCGTTGTGTGTCTGCTGAACAACTTCTACCCCAGGGAGGCCAAGGTGCAGTGGAAGGTGGACAACGCCCTGCAAAGCGGCAACAG
CCAGGAGAGCGTGACAGAACAGGACAGCAAGGACAGCACATACAGCCTGAGCAGCACCCTTACACTGTCCAAGGCCGACTACGAGAAGCACAAGGTCTACGCCTG
CGAGGTCACCCACCAGGGCCTGAGCAGCCCCGTGACAAAGAGCTTCAACCGGGGAGAGTGCGGTGGCGGTGGCTCAGGTGGCGGTGGCTCAGGTGGCGGTGG
CTCAGGTGGCGGTGGCTCAGGTGGCGGTGGCTCAGGTGGCGGTGGCTCAGGTGGCGGTGGCTCAGGTGGCGGTGGCTCAGGTGGCGGTGGCTCAGGTGGCGG
TGGCTCAGGTGGCGGTGGCTCAGGTGGCGGTGGCTCAGAAGTGCAGCTTCAAGAGTCAGGCCCCGGTCTGGTAAAACCAAGCCAGTCACTTAGCCTCACTTGCAGT
GTGACCGGCTACTCCATCACGAGCTCCTATCGCTGGAATTGGATCCGCAAGTTCCCCGGCAACCGCCTGGAGTGGATGGGCTACATTAACAGCGCTGGAATTAGCAA
CTACAACCCCAGCCTTAAGCGTCGCATCTCCATTACTCGCGATACTAGTAAGAACCAGTTCTTTCTGCAGGTAAACTCCGTGACCACAGAGGACGCCGCTACCTACTAT
TGTGCAAGAAGCGATAACATGGGAACAACCCCATTTACTTACTGGGGGCAAGGGACCCTGGTGACGGTGTCCAGCGCCAGCACAAAAGGTCCTAGCGTGTTTCCCCT
GGCCCCTTCTTCTAAGAGCACCAGCGGCGGCACCGCTGCTCTTGGATGCCTGGTCAAAGACTACTTCCCTGAGCCTGTGACCGTGTCTTGGAACTCCGGCGCCCT

GACCTCCGGGGTGCACACATTCCCCGCTGTGCTCCAGAGCTCTGGCCTGTACAGCCTGAGCTCTGTCGTGACCGTTCCTTCTAGCAGCCTGGGAACACAGACCTAC
ATCTGCAACGTGAACCACAAGCCTAGCAATACCAAGGTGGATAAGAAAGTGGAACCCAAGTCTTGTGACAAGACCCACACCTGCCCCCCGTGCCCTGCTCCTGAGCT
GCTGGGAGGCCCTTCCGTGTTCCTGTTCCCCCCCAAGCCCAAGGACACCCTGATGATCAGCCGGACCCCTGAGGTGACATGCGTGGTGGTGGATGTGTCCCACGA
GGACCCCGAAGTGAAGTTCAACTGGTACGTGGACGGCGTTGAAGTGCACAACGCCAAGACGAAGCCACGCGAGGAACAGTACAACAGCACTTATAGAGTGGTGTCTG
TGCTGACCGTGCTGCACCAGGACTGGCTGAACGGAAAAGAGTACAAGTGCAAGGTGTCCAACAAAGCCCTGCCCGCCCCTATCGAGAAGACCATTAGCAAGGCCAA
GGGCCAGCCTCGGGAACCTCAGGTGTACACCCTGCCTCCAAGCAGAGACGAGCTGACCAAGAACCAGGTCAGCCTGACATGTCTGGTGAAGGGCTTCTACCCCTC
CGACATCGCCGTGGAATGGGAGAGCAATGGCCAACCTGAGAACAACTATAAAACAACCCCACCAGTGCTGGATAGCGATGGAAGCTTCTTCCTGTATTCTAAGCTGACC
GTGGATAAGAGCAGATGGCAGCAGGGCAACGTCTTCAGCTGTAGCGTGCTGCATGAGGCCCTGCACAGCCACTACACCCAGAAAAGCCTGAGTCTGAGCCCTGGCA
AGCACGAGACAACACCTAACAAGGGCAGCGGAACTACCAGCGGCACCACCCGGCTGCTGAGCGGCCACACCTGCTTCACCCTGACAGGCCTGCTGGGCACCCT

GGTCACAATGGGCCTGCTCACC



secreted anti-PD1 (Human IgG)

anchored anti-CTLA4

MC38 Neoantigen Strings 4x

MC38 Neoantigen Strings 8x
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ATGAAATGGGTCACCTTCATCAGCCTGCTGTTCCTGTTTAGCTCCGCCTACAGCGATATTGTCATGACGCAGGGGACACTGCCTAACCCTGTCCCATCCGGAGAATCC
GTTTCAATTACGTGCCGCTCTAGCAAGAGCTTGCTGTACTCTGATGGCAAGACATATCTGAACTGGTATCTGCAGCGTCCGGGTCAGAGTCCCCAATTGCTGATCTACTG
GATGTCCACTAGAGCGAGTGGTGTGTCCGACCGTTTTTCCGGATCCGGATCTGGCACCGACTTTACCCTCAAGATCTCCGGGGTGGAAGCAGAAGATGTGGGCATTTA
TTACTGTCAACAGGGGCTGGAGTTCCCCACATTTGGCGGCGGCACAAAGCTGGAGCTGAAGACCGTGGCCGCTCCTAGCGTGTTCATTTTTCCACCTTCTGATGAGCA
ACTGAAGAGCGGCACCGCCAGCGTTGTGTGTCTGCTGAACAACTTCTACCCCAGGGAGGCCAAGGTGCAGTGGAAGGTGGACAACGCCCTGCAAAGCGGCAACAG
CCAGGAGAGCGTGACAGAACAGGACAGCAAGGACAGCACATACAGCCTGAGCAGCACCCTTACACTGTCCAAGGCCGACTACGAGAAGCACAAGGTCTACGCCTG
CGAGGTCACCCACCAGGGCCTGAGCAGCCCCGTGACAAAGAGCTTCAACCGGGGAGAGTGCGGTGGCGGTGGCTCAGGTGGCGGTGGCTCAGGTGGCGGTGG
CTCAGGTGGCGGTGGCTCAGGTGGCGGTGGCTCAGGTGGCGGTGGCTCAGGTGGCGGTGGCTCAGGTGGCGGTGGCTCAGGTGGCGGTGGCTCAGGTGGCGG
TGGCTCAGGTGGCGGTGGCTCAGGTGGCGGTGGCTCAGAAGTGCAGCTTCAAGAGTCAGGCCCCGGTCTGGTAAAACCAAGCCAGTCACTTAGCCTCACTTGCAGT
GTGACCGGCTACTCCATCACGAGCTCCTATCGCTGGAATTGGATCCGCAAGTTCCCCGGCAACCGCCTGGAGTGGATGGGCTACATTAACAGCGCTGGAATTAGCAA
CTACAACCCCAGCCTTAAGCGTCGCATCTCCATTACTCGCGATACTAGTAAGAACCAGTTCTTTCTGCAGGTAAACTCCGTGACCACAGAGGACGCCGCTACCTACTAT
TGTGCAAGAAGCGATAACATGGGAACAACCCCATTTACTTACTGGGGGCAAGGGACCCTGGTGACGGTGTCCAGCGCCAGCACAAAAGGTCCTAGCGTGTTTCCCCT
GGCCCCTTCTTCTAAGAGCACCAGCGGCGGCACCGCTGCTCTTGGATGCCTGGTCAAAGACTACTTCCCTGAGCCTGTGACCGTGTCTTGGAACTCCGGCGCCCT

GACCTCCGGGGTGCACACATTCCCCGCTGTGCTCCAGAGCTCTGGCCTGTACAGCCTGAGCTCTGTCGTGACCGTTCCTTCTAGCAGCCTGGGAACACAGACCTAC
ATCTGCAACGTGAACCACAAGCCTAGCAATACCAAGGTGGATAAGAAAGTGGAACCCAAGTCTTGTGACAAGACCCACACCTGCCCCCCGTGCCCTGCTCCTGAGCT
GCTGGGAGGCCCTTCCGTGTTCCTGTTCCCCCCCAAGCCCAAGGACACCCTGATGATCAGCCGGACCCCTGAGGTGACATGCGTGGTGGTGGATGTGTCCCACGA
GGACCCCGAAGTGAAGTTCAACTGGTACGTGGACGGCGTTGAAGTGCACAACGCCAAGACGAAGCCACGCGAGGAACAGTACAACAGCACTTATAGAGTGGTGTCTG
TGCTGACCGTGCTGCACCAGGACTGGCTGAACGGAAAAGAGTACAAGTGCAAGGTGTCCAACAAAGCCCTGCCCGCCCCTATCGAGAAGACCATTAGCAAGGCCAA
GGGCCAGCCTCGGGAACCTCAGGTGTACACCCTGCCTCCAAGCAGAGACGAGCTGACCAAGAACCAGGTCAGCCTGACATGTCTGGTGAAGGGCTTCTACCCCTC
CGACATCGCCGTGGAATGGGAGAGCAATGGCCAACCTGAGAACAACTATAAAACAACCCCACCAGTGCTGGATAGCGATGGAAGCTTCTTCCTGTATTCTAAGCTGACC
GTGGATAAGAGCAGATGGCAGCAGGGCAACGTCTTCAGCTGTAGCGTGCTGCATGAGGCCCTGCACAGCCACTACACCCAGAAAAGCCTGAGTCTGAGCCCTGGCA

AG

ATGAAATGGGTCACCTTCATCAGCCTGCTGTTCCTGTTTAGCTCCGCCTACAGCGACATCGTGATGACCCAAACTACCCTGAGCCTGCCGGTCTCCCTGGGCGACCA
GGCCTCAATCTCCTGCCGTTCATCCCAGTCCATCGTGCACAGCAACGGCAACACTTACCTCGAGTGGTACCTGCAGAAGCCTGGCCAGAGCCCTAAGTTGCTGATTT
ATAAGGTGTCTAACCGTTTCAGCGGAGTGCCTGATCGCTTTTCCGGCTCCGGATCCGGCACCGACTTCACCCTCAAAATCTCCAGGGTGGAGGCTGAGGACCTGGG
CGTGTATTACTGCTTCCAAGGTTCTCACGTCCCCTACACCTTCGGGGGTGGCACAAAGCTGGAAATTAAAAGAGCCGATGCGGCTCCGACTGTGAGCATTTTCCCGCC
TTCCTCAGAGCAGCTTACGAGCGGTGGCGCGTCCGTGGTCTGCTTTCTGAATAACTTTTACCCCAAGGACATCAACGTGAAGTGGAAAATCGATGGATCCGAGCGTCAG
AACGGAGTGCTGAATAGCTGGACCGATCAGGATAGCAAAGACTCTACTTACAGCATGTCATCCACCTTGACTCTTACCAAGGACGAGTACGAGCGCCACAACTCTTACA
CCTGCGAGGCCACACACAAGACTTCCACGTCCCCCATTGTGAAGAGCTTCAACCGTAACGAGTGTGGTGGCGGTGGCTCAGGTGGCGGTGGCTCAGGTGGCGGTG
GCTCAGGTGGCGGTGGCTCAGGTGGCGGTGGCTCAGGTGGCGGTGGCTCAGGTGGCGGTGGCTCAGGTGGCGGTGGCTCAGGTGGCGGTGGCTCAGGTGGCG
GTGGCTCAGGTGGCGGTGGCTCAGGTGGCGGTGGCTCAGAAGTGCAGCTGCAACAGTCCGGCCCTGTGCTGGTCAAACCCGGCGCAAGTGTAAAGATGTCATGCA
AGGCATCCGGCTACACCTTCACTGACTACTATATGAACTGGGTCAAACAAAGCCATGGAAAGAGCCTGGAATGGATCGGTGTGATCAACCCGTATAACGGGGACACCTC
CTACAATCAGAAGTTTAAGGGAAAGGCTACCCTGACAGTTGACAAGTCTTCCAGCACCGCTTACATGGAGCTGAATAGCCTGACTAGCGAAGACAGTGCCGTGTACTATT
GCGCCAGGTATTACGGATCTTGGTTCGCCTACTGGGGCCAGGGTACACTGGTGACAGTCTCCAGTGCCAAAACTACCGCACCCTCCGTCTACCCCCTGGCACCCG
TCTGCGGAGATACAACTGGATCTTCAGTGACACTTGGCTGTCTGGTCAAGGGTTATTTCCCGGAGCCCGTGACCCTGACCTGGAATTCCGGCAGCCTGTCTTCAGGAG
TGCACACATTCCCCGCCGTGCTGCAGTCTGACTTGTATACTCTGTCCAGTTCTGTGACCGTGACTTCTTCCACGTGGCCTAGCCAGAGCATCACCTGCAACGTCGCTC
ATCCCGCCTCAAGCACCAAGGTCGATAAAAAGATCGAGCCGCGGGGCCCCACCATCAAGCCCTGTCCTCCCTGCAAGTGTCCTGCTCCTAATCTCCTTGGGGGTC

CCTCCGTGTTTATCTTTCCCCCTAAGATCAAGGACGTGCTGATGATCTCCCTGTCCCCGATCGTTACTTGCGTCGTGGTCGATGTGTCCGAAGATGACCCGGACGTCCA
GATCAGCTGGTTTGTGAATAACGTCGAGGTTCACACCGCCCAGACGCAGACGCACCGCGAGGACTACAACTCCACCTTGCGTGTCGTGAGTGCTCTCCCTATCCAG

CACCAGGACTGGATGAGCGGTAAGGAATTCAAGTGCAAGGTAAATAACAAAGATCTCCCCGCCCCAATCGAGAGGACTATCAGCAAGCCCAAGGGGAGTGTGCGCGC
TCCCCAGGTGTATGTTCTGCCTCCCCCTGAGGAAGAGATGACCAAAAAGCAGGTGACACTGACCTGTATGGTGACCGACTTCATGCCAGAGGACATCTACGTAGAGTG
GACCAATAACGGTAAGACCGAGCTGAATTACAAGAATACTGAGCCTGTGCTGGACTCAGACGGGTCTTATTTCATGTATTCTAAGCTGCGCGTTGAGAAAAAGAACTGGGT
CGAACGCAACTCTTACTCTTGCTCTGTGGTCCACGAAGGCCTTCATAATCATCACACCACGAAGTCCTTCTCTCGTACACCTGGTAAGCACGAGACAACACCTAACAAG
GGCAGCGGAACTACCAGCGGCACCACCCGGCTGCTGAGCGGCCACACCTGCTTCACCCTGACAGGCCTGCTGGGCACCCTGGTCACAATGGGCCTGCTCACC

ATGCCCGAAGGCATCCCATTCCGTCGGCCCAGCACCTACGTAATCCCACGTCTGGAGAGGATCCTGCTCGCAAAGGAACGCCTCCTGTCCGTGGGCGGCCCCGG
TCTCTCAGAATCCATGGACATCGACCCATCTTCATCCGTTCTCTTCGAGTATATGGAAAAACCCGACTTCTCACTCTTTCTCCTGTCCGTGGGCGGCAAGCCTCGCAACA
ATAGAGTTGCCGTCGCTACTATCAATTTCAGAAGGCTGGTCTGTCCCCAAGAGGATAAGACGTCCCTCCTGTCCGTGGGCGGCCTGCGCTCATCCGGTCCCGGCGT

GACTAGCGCCGTGGATTTCAAGCTCCACATCGAGGTCCTGCATTACCTGCTCCAGAGC

ATGCACGTCCTCAGTAAGCTTCTGTCATTCATGGCCCCGATTGATCATACTACCATGAGCGATGACGCACGCACCGAGCTCTTTCTCCTGTCCGTGGGCGGCGACTTTA
CTGGGTCTAACGGCGATCCGTCATCCCCTTATTCCCTCCACTATCTGTCTCCAACAGGCGTAAACGAATACCTGCTCCTGTCCGTGGGCGGCGAAGCCGGCCAATC

CCTGGTTATCAGTGCGAGCATTATCGTGTTCAATCTCCTGGAACTGGAGGGTGATTATCGCGATGACCTCCTGTCCGTGGGCGGCGTGGGCTGTTGCCTGTCCTCTTGT
CTGTCCAATTTCCATTTCATGTGCGCCCTGGCCTCTTACTGCATCTTCCAGGACGATCTCCTGTCCGTGGGCGGCCAGGGCCATGGCCACTGGGTGAATACCATGGC
GCTGTCAACCTATTACGCGCTGCGGACAGGTGCCTTCGAACCGGCTGAGCTCCTGTCCGTGGGCGGCAACGCGGCCAAGGCGCGGGACGAGACCGCTGCCTTG
CTGAACTCCGCCGTGCTGGGTGCAGCTCCGCTTTTCGTGCCTCCCCTCCTGTCCGTGGGCGGCAAGTCCTTCGTGTGTAAAGCTTGTGACAAGAGCTTCCACTTCTA
CTGTCCTCTGAAGGTGCACATGAAGCGCTGCAGAGTGCTCCTGTCCGTGGGCGGCTGGCTGAGCTGCTCCTCTTTTTTCCAACAGTTTTTCCATTGTTATTGTCCCCTC

GGATTCGGGAGACGTACAGACCCTAACCTCCTGTCCGTGGGCGGCCAGGGGTGGTTCGAAGGCCTGTTCAACAAGAGCCCATGGTTTACAACCCTGATCAGCACTAT
TATGGGCCCACTCATC

ATGCACGTCCTCAGTAAGCTTCTGTCATTCATGGCCCCGATTGATCATACTACCATGAGCGATGACGCACGCACCGAGCTCTTT
ATGGACTTTACTGGGTCTAACGGCGATCCGTCATCCCCTTATTCCCTCCACTATCTGTCTCCAACAGGCGTAAACGAATACCTG

ATGTGGCTGAGCTGCTCCTCTTTTTTCCAACAGTTTTTCCATTGTTATTGTCCCCTCGGATTCGGGAGACGTACAGACCCTAAC
ATGGAAGCCGGCCAATCCCTGGTTATCAGTGCGAGCATTATCGTGTTCAATCTCCTGGAACTGGAGGGTGATTATCGCGATGAC
ATGCCCGAAGGCATCCCATTCCGTCGGCCCAGCACCTACGTAATCCCACGTCTGGAGAGGATCCTGCTCGCAAAGGAACGC

ATGAACGCGGCCAAGGCGCGGGACGAGACCGCTGCCTTGCTGAACTCCGCCGTGCTGGGTGCAGCTCCGCTTTTCGTGCCTCCC
ATGCCCGGTCTCTCAGAATCCATGGACATCGACCCATCTTCATCCGTTCTCTTCGAGTATATGGAAAAACCCGACTTCTCACTCTTT

ATGCAGGGCCATGGCCACTGGGTGAATACCATGGCGCTGTCAACCTATTACGCGCTGCGGACAGGTGCCTTCGAACCGGCTGAG
ATGAAGCCTCGCAACAATAGAGTTGCCGTCGCTACTATCAATTTCAGAAGGCTGGTCTGTCCCCAAGAGGATAAGACGTCC



SYDE1
WBP7

ZBTB40

MART-1

ATGCCACGCGAAGACGCCCATTTTATTTACGGTTACCCGAAAAAGGGACACGGGCACTCCTACACTACCGCCGAAGAGGCCGCGGGCATCGGCATCCTGACCGTCA
TTCTCGGCGTTCTTCTGTTGATCGGATGCTGGTATTGTAGACGGCGCAACGGGTATCGCGCTCTGATGGATAAGAGCCTGCATGTAGGTACCCAGTGCGCTCTGACAAG
ACGCTGCCCTCAGGAGGGCTTCGATCACCGCGATAGTAAGGTCAGCCTGCAAGAAAAGAACTGTGAGCCAGTGGTCCCGAACGCTCCCCCAGCATACGAGAAGCT

GAGCGCTGAGCAAAGCCCACCCCCTTACAGCCCC

ATGCTGCGCTCATCCGGTCCCGGCGTGACTAGCGCCGTGGATTTCAAGCTCCACATCGAGGTCCTGCATTACCTGCTCCAGAGC
ATGGTGGGCTGTTGCCTGTCCTCTTGTCTGTCCAATTTCCATTTCATGTGCGCCCTGGCCTCTTACTGCATCTTCCAGGACGAT
ATGAAGTCCTTCGTGTGTAAAGCTTGTGACAAGAGCTTCCACTTCTACTGTCCTCTGAAGGTGCACATGAAGCGCTGCAGAGTG


