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Supporting Information 
Supplementary Table S1. Primers used in the present study
	Primers
	Sequences (5' to 3')
	Targets
	References

	16S-F
	GACTCCTACGGGAGGCAGC
	Universal
	This study

	16S-R
	GTATTACCGCGGCTGCTGGC
	
	

	Bi-F
	TTCGGGTTGTAAACCGCTTTT
	Bifidobacterium spp.
	1

	Bi-R
	TACGTATTACCGCGGCTGCT 
	
	

	La-F
	TGGAAACAGATGCTAATACCG
	Lactobacillus spp.
	2

	La-R
	GTCCATTGTGGAAGATTCCC
	
	

	Lr-F
	GGACAGGTAGAAAGTCAACGA
	Lactobacillus rhamnosus
	3

	Lr-R
	GCTGACCGTAAACGCAATCTTAG
	
	

	Lg-F
	AGCGAGCTTGCCTAGATGAATTTG
	Lactobacillus gasseri 
	4

	Lg-R
	TCTTTTAAACTCTAGACATGCGTC
	
	

	S.sal.-F
	TCTCGTTGAGATTGAAGCAATGA
	Streptococcus salivarius
	5

	S.sal.-R
	TGCGACATTCGTGTGAAATGG
	
	

	S.sang.-F
	GGATAGTGGCTCAGGGGCAGCCAGTT
	Streptococcus sanguinis
	6

	S.sang.-R
	GAACAGTGCTGGACTTGCTTGTC
	
	

	Pg-F
	 TGGTTTCATGCAGCTTCTTT
	Porphyromonas gingivalis
	7

	Pg-R
	TCGGCACCTTCGTAATTCTT
	
	

	Fn-F
	GGTTCAGAAGTAGGACCGGGAGA
	Fusobacterium nucleatum
	8

	Fn-R
	ACTCCCTTAGAGCCATGAGGCAT
	
	

	Pi-F
	TTCGGAGACAAGGCAGGTGAT
	Prevotella intermedia
	9

	Pi-R
	CTTGCTTTCGCGTGTCTTGATA
	
	











Supplementary Table S2. Primers used in the present study

	Primers
	  Sequences (5' to 3')
	Virulence genes
	Associated function
	References

	Pg16S-F
	TGTAGATGACTGATGGTGAAA
	16S rDNA
	Housekeeper gene of 
P. gingivalis
	10

	Pg16S-R
	ACTGTTAGCAACTACCGATGT
	
	
	

	kgp-F
	AGCTGACAAAGGTGGAGACCAAAGG
	Lysine-specific cysteine proteinase
	Tissue destruction
	10

	kgp-R
	TGTGGCATGAGTTTTTCGGAACCGT
	
	
	

	rgpA-F
	GCCGAGATTGTTCTTGAAGC
	Arginine-gingipain A
	Tissue destruction
	10

	rgpA-R
	AGGAGCAGCAATTGCAAAG
	
	
	

	fimA-F
	CAGCAGGAAGCCATCAAATC
	FimA type II fimbrilin
	Host colonization
	10

	fimA-R
	CAGTCAGTTCAGTTGTCAAT
	
	
	

	hagA-F
	ACAGCATCAGCCGATATTCC
	Hemagglutinins A
	Host colonization
	10

	hagA-R
	CGAATTCATTGCCACCTTCT
	
	
	

	hagB-F
	TGTCGCACGGCAAATATCGCTAAAC
	Hemagglutinins B
	Host colonization
	10

	hagB-R
	CTGGCTGTCCTCGTCGAAAGCATAC
	
	
	

	hem-F
	GAAGCCTTGTTCTCCTCA
	Hemolysin
	Heme acquisition
	10

	hem-R
	CAATGAATATGCCGGTTTCC
	
	
	

	htrA-F
	GAGAGTGGGTATTGGCCGTA
	High temperature requirement A
	Stress protein
	10

	htrA-R
	CCCGTTTGGCTGTAGATCAT
	
	
	

	mgl-F
	TCGTGCTTATGAGCGATGTC
	L-methionine-α-deamino-γ-mercaptomethanelyase
	Methyl mercaptan production
	11

	mgl-R
	GGAAGTCACCCCTCGTGGATA
	
	
	

	Fn16S-F
	GGATTTATTGGGCGTAAAGC
	16S rDNA
	Housekeeper gene of 
F. nucleatum
	12

	Fn16S-R
	GGCATTCCTACAAATATCTACGAA
	
	
	

	fadA-F
	TGCAGCAAGTTTAGTAGGTG
	Focal adhesion A
	Tissue destruction
	13

	fadA-R
	CATTGTAAACTTGTTCATTTTGT
	
	
	

	aid1-F
	TACAGGAGGTGCCGTAGCAG
	Adherence-inducing determinant 1
	Bacterial coaggregation
	13

	aid1-R
	TTTTTGTTAATTCTCCAGCTCCA
	
	
	

	fomA-F
	AGAGTTTGATCCTGGCTCAG
	F. nucleatum outer membrane protein
	Bacterial coaggregation
	13

	fomA-R
	GTCATCGTGCACACAGAATTGCTG
	
	
	

	transp.-F
	AGCAGCTATCGTGCCACTTT
	ABC transporter
permease gene
	Multidrug
resistance protein
	12

	transp.-R
	TGTTGAATTGCTAGCTCCCA
	
	
	

	megl-F
	CACAAGACTAGGCAATCCTACA
	L-methionineg-lyase
	Hydrogen sulfide production
	14

	megl-R
	GCTCCCATACCAGATGACATAG
	
	
	

	Pi16s-F
	CGGTCTGTTAAGCGTGTTGTG
	16S rDNA
	Housekeeper gene of 
P. intermedia
	12

	Pi16s-R
	CACCATGAATTCCGCATACG
	
	
	

	ecf-F
	ATGGAAGCCTCGCAATTCAA
	RNA polymerase ECF-type sigma factor
	Against the host defense
	12

	ecf-R
	TCCGTAAGTCCTGTTTCGGC
	
	
	

	inpA-F
	GAAGGACAACTACAGCGGAAA
	Interpain A
	Receptor interaction in bacterial infections
	15

	inpA-R
	TCCTTTCGTTAGTTCGCTGA
	
	
	

	groeS-F
	AGCGGAGCAGAAAGTAGGTG 
	Heat shock protein
	Protect the bacterial proteins
	16

	groeS-R
	CAACAGCAAGAACGTCGCTT
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