Supplemental Table 1. The information of 41 EMT-related lncRNAs significantly correlated with
the survival of HCC patients
	LncRAN
	KM
	B
	SE
	HR
	HR.95L
	HR.95H
	p-value

	NRAV
	0.000 
	0.216 
	0.057 
	1.241 
	1.110 
	1.386 
	0.00014

	ZFPM2-AS1
	0.019 
	0.067 
	0.025 
	1.070 
	1.018 
	1.125 
	0.00822

	SNHG20
	0.049 
	0.249 
	0.122 
	1.282 
	1.009 
	1.630 
	0.04198

	AC012146.1
	0.025 
	0.157 
	0.055 
	1.170 
	1.050 
	1.304 
	0.0046

	TMEM220-AS1
	0.004 
	-0.312 
	0.095 
	0.732 
	0.608 
	0.881 
	0.001

	SNHG16
	0.029 
	0.111 
	0.055 
	1.117 
	1.003 
	1.244 
	0.0441

	CYTOR
	0.010 
	0.061 
	0.017 
	1.063 
	1.027 
	1.100 
	0.00045

	WAC-AS1
	0.027 
	0.092 
	0.026 
	1.097 
	1.042 
	1.154 
	0.00037

	CASC19
	0.042 
	0.217 
	0.047 
	1.243 
	1.133 
	1.363 
	3.87E-06

	AC092171.2
	0.004 
	0.184 
	0.043 
	1.202 
	1.105 
	1.307 
	1.71E-05

	MIR210HG
	0.045 
	0.111 
	0.053 
	1.117 
	1.006 
	1.240 
	0.03805

	PRRT3-AS1
	0.002 
	0.134 
	0.032 
	1.143 
	1.073 
	1.217 
	3.28E-05

	AC016747.1
	0.014 
	0.192 
	0.063 
	1.212 
	1.070 
	1.371 
	0.0024

	AC103760.1
	0.003 
	-0.145 
	0.068 
	0.865 
	0.757 
	0.988 
	0.03307

	LINC02037
	0.003 
	-0.138 
	0.069 
	0.871 
	0.761 
	0.997 
	0.0448

	BX537318.1
	0.023 
	0.235 
	0.098 
	1.265 
	1.044 
	1.532 
	0.01647

	LINC00942
	0.020 
	0.039 
	0.009 
	1.040 
	1.022 
	1.058 
	1.21E-05

	DANCR
	0.012 
	0.027 
	0.009 
	1.027 
	1.009 
	1.045 
	0.00263

	LINC01138
	0.003 
	0.336 
	0.113 
	1.399 
	1.121 
	1.747 
	0.00301

	BACE1-AS
	0.010 
	0.258 
	0.081 
	1.294 
	1.104 
	1.517 
	0.00144

	AC020915.3
	0.016 
	0.324 
	0.117 
	1.382 
	1.098 
	1.740 
	0.00586

	SNHG3
	0.002 
	0.071 
	0.018 
	1.074 
	1.036 
	1.113 
	9.37E-05

	AC009005.1
	0.019 
	0.156 
	0.056 
	1.169 
	1.047 
	1.306 
	0.00569

	LINC02362
	0.007 
	-0.078 
	0.037 
	0.925 
	0.861 
	0.994 
	0.03252

	SNHG7
	0.017 
	0.038 
	0.017 
	1.039 
	1.005 
	1.074 
	0.02449

	AC026401.3
	0.023 
	0.088 
	0.028 
	1.092 
	1.035 
	1.153 
	0.00144

	AC099850.3
	0.009 
	0.188 
	0.040 
	1.207 
	1.117 
	1.305 
	1.93E-06

	AC083799.1
	0.038 
	0.097 
	0.039 
	1.102 
	1.022 
	1.188 
	0.01192

	AL049840.4
	0.019 
	0.081 
	0.030 
	1.084 
	1.022 
	1.149 
	0.00711

	F11-AS1
	0.022 
	-0.196 
	0.072 
	0.822 
	0.714 
	0.947 
	0.0065

	SNHG12
	0.032 
	0.124 
	0.061 
	1.132 
	1.004 
	1.276 
	0.04276

	AC015908.3
	0.001 
	-0.393 
	0.111 
	0.675 
	0.543 
	0.838 
	0.00038

	AC115619.1
	0.007 
	-0.016 
	0.006 
	0.984 
	0.972 
	0.997 
	0.01269

	AC010969.2
	0.036 
	0.291 
	0.130 
	1.337 
	1.037 
	1.725 
	0.02511

	AL158206.1
	0.025 
	0.215 
	0.108 
	1.240 
	1.003 
	1.533 
	0.04684

	AC009779.2
	0.004 
	0.125 
	0.051 
	1.134 
	1.026 
	1.252 
	0.01341

	AL365203.2
	0.005 
	0.113 
	0.038 
	1.119 
	1.039 
	1.205 
	0.00292

	LINC02499
	0.013 
	-0.064 
	0.028 
	0.938 
	0.888 
	0.991 
	0.02339

	OTUD6B-AS1
	0.013 
	0.150 
	0.057 
	1.162 
	1.039 
	1.300 
	0.00868

	ZFAS1
	0.014 
	0.013 
	0.006 
	1.013 
	1.001 
	1.025 
	0.03151

	LINC00261
	0.002 
	-0.023 
	0.008 
	0.978 
	0.962 
	0.994 
	0.00683



