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Supplementary Table 1: Summary of clean data statistics 
	Sample ID
	Read Number
	Base Number
	GC-Content (%)
	%≥Q30

	NoP1
	25,716,427
	7,681,924,236
	41.60
	94.15

	NoP2
	23,646,528
	7,068,311,480
	41.92
	93.61

	NoP3
	26,675,439
	7,973,021,376
	41.29
	93.92

	Pi1
	23,218,824
	6,936,150,346
	42.13
	93.00

	Pi2
	21,074,938
	6,301,049,136
	41.96
	93.04

	Pi3
	23,817,750
	7,114,697,242
	42.12
	92.80

	Po1
	24,378,048
	7,282,222,000
	42.02
	92.66

	Po2
	23,140,099
	6,916,369,802
	42.38
	92.55

	Po3
	22,722,156
	6,789,565,464
	41.47
	93.34

	Total 
	214,390,209
	64,063,311,082
	
	


Transcriptome analysis identifies differentially expressed genes in faba bean plants treated with different phosphorus sources. Read number: the number of paired-end reads in clean data, Base number: total base number of clean data, GC-content: percentage of GC in clean data, %≥Q30: percentage of bases with Q-score not less than Q30.
Supplementary Table 2: Summary statistics of mapping 
	Sample ID
	Clean Reads
	Mapped Reads
	Mapped Ratio (%)

	NoP1
	25,716,427
	18,517,832
	72.01

	NoP2
	23,646,528
	16,305,829
	68.96

	NoP3
	26,675,439
	18,515,825
	69.41

	Pi1
	23,218,824
	16,145,432
	69.54

	Pi2
	21,074,938
	14,580,016
	69.18

	Pi3
	23,817,750
	16,647,425
	69.90

	Po1
	24,3378,048
	16,787,531
	68.86

	Po2
	23,140,099
	16,432,816
	71.01

	Po3
	22,722,156
	15,752,598
	69.33

	Total 
	433,390,209
	149,685,304
	


Clean reads: number of clean reads for paired-end in each sample, mapped reads: number of paired-end reads mapped back, mapped ratio: the percentage of reads in clean reads.

Supplementary Table 3: Summary statistics of assembly 
	Length Range
	Transcript
	Unigenes

	200-300
	105,515 (18.87%)
	0 (0%)

	300-500
	78,218 (13.99%)
	20,342 (38.91%)

	500-1000
	109,156 (19.53%)
	11,424 (21.85%)

	1000-2000
	144,228 (25.80%)
	11,162 (21.35%)

	2000+
	121,930 (21.81%)
	9,346 (17.88%)

	Total Number
	559,047
	52,274

	Total length
	718,805,445
	61,144,827

	N50 length
	2,058
	1,919

	Mean length
	1285.77
	1169.70


The numbers in the table are the number of unigenes that fall into length range. The percentage in the bracket stands for the proportion of unigenes with certain length in the total unigenes. Total number means the number of all unigenes obtained from assembly. N50 length means the median length of all unigenes. Mean length means the average length of all unigenes.


Supplementary Table 4: Summary of correlations between samples
	Sample
	NoP1
	NoP2
	NoP3
	Pi1
	Pi2
	Pi3
	Po1
	Po2
	Po3

	NoP1
	1
	0.85
	0.89
	0.83
	0.83
	0.79
	0.64
	0.73
	0.83

	NoP2
	0.85
	1
	0.85
	0.95
	0.90
	0.90
	0.81
	0.77
	0.85

	NoP3
	0.89
	0.85
	1
	0.80
	0.80
	0.78
	0.54
	0.73
	0.89

	Pi1
	0.83
	0.95
	0.80
	1
	0.93
	0.93
	0.83
	0.73
	0.89

	Pi2
	0.83
	0.90
	0.80
	0.93
	1
	0.85
	0.73
	0.71
	0.84

	Pi3
	0.79
	0.90
	0.78
	0.93
	0.85
	1
	0.83
	0.74
	0.73

	Po1
	0.64
	0.81
	0.54
	0.83
	0.73
	0.83
	1
	0.64
	0.59

	Po2
	0.73
	0.77
	0.73
	0.73
	0.71
	0.74
	0.64
	1
	0.76

	Po3
	0.83
	0.85
	0.89
	0.83
	0.84
	0.73
	0.59
	0.76
	1



Supplementary Table 5 to Figure 6A: Key Genes involved in the gene network-pathway analysis
	
KEGG Pathways
	
ko_ID
	
DEGs
	
Gene
	
All DEGs
	
All Genes
	
Key genes

	



MAPK signaling pathway - plant

	



ko04016

	



32
	



431
	



367
	



9717

	BMK_Unigene_027890;BMK_Unigene_029658;BMK_Unigene_032670;BMK_Unigene_033341;BMK_Unigene_037070;BMK_Unigene_054586;BMK_Unigene_056614;BMK_Unigene_058280;BMK_Unigene_058355;BMK_Unigene_059786;BMK_Unigene_059854;BMK_Unigene_061117;BMK_Unigene_061378;BMK_Unigene_064360;BMK_Unigene_064907;BMK_Unigene_065427;BMK_Unigene_074979;BMK_Unigene_075833;BMK_Unigene_095015;BMK_Unigene_097312;BMK_Unigene_102265;BMK_Unigene_109712;BMK_Unigene_119513;BMK_Unigene_127097;BMK_Unigene_127201;BMK_Unigene_130809;BMK_Unigene_131481;BMK_Unigene_131724;BMK_Unigene_132193;BMK_Unigene_134307;BMK_Unigene_135681;BMK_Unigene_136719

	
Cyanoamino acid metabolism
	
ko00460

	
7
	
71
	
367
	
9717

	BMK_Unigene_048556; BMK_Unigene_061724; BMK_Unigene_064454; BMK_Unigene_066391; BMK_Unigene_113558; BMK_Unigene_125652; BMK_Unigene_133843

	



Starch and sucrose metabolism

	




ko00500

	




28
	




334
	




367
	




9717

	BMK_Unigene_030779;BMK_Unigene_031571;BMK_Unigene_033669;BMK_Unigene_033731;BMK_Unigene_034915;BMK_Unigene_035011;BMK_Unigene_036501;BMK_Unigene_048556;BMK_Unigene_051154;BMK_Unigene_051242;BMK_Unigene_059780;BMK_Unigene_059830;BMK_Unigene_060663;BMK_Unigene_062410;BMK_Unigene_062430;BMK_Unigene_063064;BMK_Unigene_064009;BMK_Unigene_065019;BMK_Unigene_065320;BMK_Unigene_066675;BMK_Unigene_066682;BMK_Unigene_071959;BMK_Unigene_113558;BMK_Unigene_130576;BMK_Unigene_130904;BMK_Unigene_133626;BMK_Unigene_133646;BMK_Unigene_133843

	






Plant-pathogen interaction

	






ko04626

	






38
	






639
	






367
	






9717

	BMK_Unigene_024417;BMK_Unigene_029473;BMK_Unigene_029658;BMK_Unigene_032670;BMK_Unigene_033038;BMK_Unigene_033341;BMK_Unigene_035059;BMK_Unigene_035093;BMK_Unigene_035522;BMK_Unigene_037070;BMK_Unigene_058028;BMK_Unigene_058280;BMK_Unigene_059693;BMK_Unigene_060637;BMK_Unigene_061027;BMK_Unigene_061185;BMK_Unigene_062884;BMK_Unigene_064360;BMK_Unigene_064596;BMK_Unigene_064603;BMK_Unigene_064907;BMK_Unigene_064918;BMK_Unigene_064966;BMK_Unigene_065273;BMK_Unigene_075833;BMK_Unigene_097312;BMK_Unigene_102265;BMK_Unigene_109712;BMK_Unigene_119513;BMK_Unigene_130279;BMK_Unigene_130809;BMK_Unigene_131724;BMK_Unigene_131952;BMK_Unigene_133358;BMK_Unigene_134813;BMK_Unigene_135681;BMK_Unigene_136719;BMK_Unigene_137433

	



Plant hormone signal transduction

	



ko04075

	



34
	



521
	



367
	



9717

	BMK_Unigene_008001;BMK_Unigene_024279;BMK_Unigene_031435;BMK_Unigene_031862;BMK_Unigene_032670;BMK_Unigene_033303;BMK_Unigene_037070;BMK_Unigene_048742;BMK_Unigene_054586;BMK_Unigene_058355;BMK_Unigene_058550;BMK_Unigene_059228;BMK_Unigene_059854;BMK_Unigene_060183;BMK_Unigene_060918;BMK_Unigene_061117;BMK_Unigene_064108;BMK_Unigene_095015;BMK_Unigene_109712;BMK_Unigene_109946;BMK_Unigene_111037;BMK_Unigene_119513;BMK_Unigene_127097;BMK_Unigene_127201;BMK_Unigene_129553;BMK_Unigene_129999;BMK_Unigene_130809;BMK_Unigene_131066;BMK_Unigene_131481;BMK_Unigene_132143;BMK_Unigene_134307;BMK_Unigene_135335;BMK_Unigene_135774;BMK_Unigene_136969



 

























































