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Model performance ROC curves Precision-recall curves
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Top 7 Features in Models
Random Forest XGBoost SVM Linear
(Top 7 =45.1%) (Top 7 = 37.9%) (Top 7 = 66.5%)
FPKM 13.1% TE Number 10.5% TE Number 27.5%
TE Number 10.0% FPKM 7.0% Length
Length 6.2% A% 4.9% AS Numer 6.6%
msC 4.7% Peptide Length 41% AA% 4.6%
Coding Probability 4.2% Coding Probability 4.1% AT% 4.4%
Poly A Length 3.8% TG% 3.7% CA% 3.7%
G% 3.1% AG% 3.7% CT% 3.4%
0% 10% 20% 30% 0% 10% 20% 30% 0% 10% 20% 30%
4
=}
*?‘3 Nearest Neighbors SVM RBF Naive Bayes
L (Top 7 = 35.4%) (Top 7 = 32.1%) (Top 7 = 29.4%)
TG% 5.8% AA% 6.2% GC% 4.6%
m°C 5.3% A% 5.0% FPKM 4.6%
G% 5.1% m°>C 4.6% CG Content 4.5%
AA% 5.0% GG% 4.4% AG% 4.1%
A% 4.9% G% 4.3% TA% 3.9%
CC% 4.7% TG% 4.1% AT% 3.9%
CG% 4.6% AG% 3.5% ' TT% 3.7%
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Normalized Feature Importance (%)



