
 

Supplementary Figure 1. Differences in IgG and IgG glycosylation profiles among 

the control, latent tuberculosis infection (LTBI), and active tuberculosis (ATB) groups. 

Boxplots showing the statistical comparisons of (A) the four IgG subclasses (IgG1, 

IgG2, IgG3, and IgG4), (B) IgG subclass fucosylation, (C) IgG subclass sialylation, and 

(D) IgG subclass bisection among the three groups. *, p < 0.05; **, p < 0.01; ***, p < 

0.001. 
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Supplementary Figure 2. Differences in specific IgG glycopeptides among the control, 

latent tuberculosis infection (LTBI), and active tuberculosis (ATB) groups. Boxplots 

show statistical comparisons performed using the Mann-Whitney test. *, p < 0.05; **, 

p < 0.01; ***, p < 0.001. 

 

 

 

 

 

 

 



 

Supplementary Figure 3. Comparison of IgA1, IgA2, and IgA glycosylation profiles 

among the control, latent tuberculosis infection (LTBI), and active tuberculosis (ATB) 

groups. Boxplots show the statistical results of the Mann-Whitney test among the three 

groups, with no significant differences observed in these profiles. 
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Supplementary Figure 4. Differences in specific IgM glycopeptides among the control, 

latent tuberculosis infection (LTBI), and active tuberculosis (ATB) groups. Boxplots 

show statistical comparisons performed using the Mann-Whitney test. *, p < 0.05; **, 

p < 0.01; ***, p < 0.001. 

 

 

 

 

 

 

 

 

 

 



 

Supplementary Figure 5. Receiver Operating Characteristic (ROC) curves illustrating 

the performance of IgG, IgA, and IgM glycosylation profiles in distinguishing active 

tuberculosis (ATB) from latent tuberculosis infection (LTBI). Each subplot represents 

an individual glycosylation feature, with the area under the curve (AUC) value 

displayed at the top and the corresponding confidence interval (CI) below. The shaded 

region indicates the distribution of the ROC curve across different samples. Higher 

AUC values suggest better discriminatory power between ATB and LTBI. 


