pAtAB2/73e

sugar-phosphate-isomeraselepimerase
ROK-family-transcriptional-regulator
carbohydrate-ABC-transporter-permease
sugar-ABC-transporter-permease
extracellular-solute~binding-protein
Gfolldh/MocA-family-oxidoreductase
ROK-family-transcriptional-regulator
DUF1275-domain-containing-protein
helix-tur-helix-domain-containing-protein
hydrogenase~4-subunit-8
NADH-quinone-oxidoreductase-subunit-H
hydrogenase-4-component-E
hydrogenase-4-subunit-i
rwamgenase—expvessmn—urmem—nypg

carbohydrate-ABC- rersporrpormecse
sugar-ABC-transporter-perm
hypothetical-protein
glycoside-! hydmlase family-2

i ot

Lacl-family-DNA-binding-transcriptional-regulator
peripl P
g\ycusymanslelase
etical-protein

s transporter
AraC-family-transcriptional-regulator
SDR-family-oxidoreductase
LysR-family-transcriptional-regulator
efflux-RND-transporter-permease-subunit
efflux-RND-transporter-periplasmic-adaptor-subunit
FixH~family-protein

hypothetical-protein

epoxide-hydrolase
‘SDR-family-oxidoreductase
'SDR-family-NADP-dependent-oxidoreductase
TetR/ACrR-family-transcriptional-regulator
hypothetical-protein
1521-lke-element-helper-ATPase-Ist8.
IS21-family-transposase
GMC-family-oxidoreductase
ABC-transporter-substrate-binding-protein
ABC-transporter-substrate-binding-protein
thioredoxin~family-protein

hypothetical-protein

hypothetical-protein
gamma-glutamylcyclotransferase

DUF1236-domain-containing-protein
hypothetical-protein
DUFg82-domain-containing-protein
ABC-transporter-ATP~binding-protein/permease
hypothetical-protein
thiamine-pyrophosphate-requiring-protein
hypothetical-protein
DUF72-domain-containing-protein
hypothetical-protein

oxidoreductase

catalase
DNA-binding-protein
‘SDR-family-oxidoreductase
‘SDR-family-oxidoreductase
hypothetical-protein
DUF2231-domain-containing-protein
308-ribosomal-protein-S21
hypothetical-protein
BON-domain-containing-protein
hypothetical-protein

urin
hypothetical-protein
curlin

methyl-accepting-chemotaxis-protein
hypothetical-protein

peroxidase-related-enzyme

hypothetical-protein
LysR~family-transcriptional-regulator
NADP/FAD-dependent-oxidoreductase
‘amino-acid-ABC-transporter-ATP-binding-protein

‘amino-acid-ABC-transporter-permease
amino-acid-ABC-transporter-permease
sugar-ABC-transporter-substrate-binding-protein
sugar-ABC-transporter-ATP-binding-protein
Aac—uanspauer—pevmease
ABC-transporter-permease
flagellar-hook-protein-FIgE
MFS-transporter
chromate-resistance-protein-Chr
acylransferase
dihydroxyacetone-kinase-subunit-Dhak
hypothetical-proteir
hypothetical-protein
helix-tur-helix-transcriptional-regulator
DMT-family-transporter
thioredoxin
MFS-transporter
helix-turn-helix-transcriptional-~regulator
MFS-transporter
signal-peptidase-1
EAL-domain-containing-protein
oxidoreductase
glycerate-kinase
2-hydroxy-3-oxopropionate-reductase
roxypyruvate-isomerast
glyoxylate-carbol
helix-tum-helix- aummn—comammgfpmmn
guanine-deaminase
urate-hydroxylase-PuuD
LysR~family-transcriptional-regulator

PIN-domain-containing-protein
xanthine-dehydrogenase-accessory-protein-XahC

xanthine-dehydrogenase-small-subunit
hydroxyisourate-hydrolase
ureidoglycolate-iyase
NCS2-family-permease
GMC—QamHy*Bx\duredudase

carbohycate-ABC- llanspmlev permease
sugar-ABC-transporter-perme

0-pr
TiM-barrel-protein
Lacl~family-DNA-binding~transcriptional-regulator
helix-turm-helix-domain-containing-protein
alpha-glucosidase/alpha-galactosidase
DeoR/GIpR-transcriptional-regulator
N-acetylglucosamine-kinase
sugar-ABC-transporter-substrate-t bmdmg protein
sugar-ABC-transporter-perme
calhowdvale—ABC—!ransporlev—pevmesse
1S-domain-containing-protein

acylransferase-domain-containing-protein
riphosphoribosyl-dephospho-CoA-synthase-MdcB

pe
malonate-decarboxylase-acyl-carrier-protein
malonate-decarboxylase-subunit-alpha
malonate-transporter-subunit-MadL
malonate-transporter-subunit-MadM
GntR-family-transcriptional-regulator
LysR-family-transcriptional-regulator
hypothetical-protein

MFS-transporte
GNIR-family-transcriptional-regulator
amidohydrolase

M28-family-peptidase

ABC-transporter-permease-subunit
ABC-transporter-permease
ATP-binding-cassette-domain-containing-protein

NADP-dependent-oxidoreductase
hypothetical-protein
CBS~domain-containing-protein
DUF2934-domain-containing-protein
hypothetical-protein

transposase

type-i-secretion-system-permease/ATPase
PE-PGRS-family-protein
hypothetical-protein
responce- regulator-transcription-factor
~family-transcriptional-regulator

mulmmg effflux-MFS-transporter
VOC-family-protein
LysR~family-transcriptional- regulamr
4-oxalomesaconate~tautom
ABC-transporter-substrate-t bmqu protein
ABC-transporter-ATP~binding-protein
ABC-transporter-permease
Zn-dependent-hydrolase
BUpAISQCQ-family-protein
ribokinase

oplasmic-protein
phosphotriesterase
ABC-transporter-per’
sugar-ABC-t tvansponel e binding-protein
substrate-binding-domain-containing-protein
cupin-domain-containing-protein

matinase
aminotranser

jin-reductase~family-protein
LLM-class-flavin-dependent-oxidoreductase
LysR-family-transcriptional-regulator
UTRA-domain-containing-protein

amino-acid-ABC-transporter-permease
amino-acid-ABC-transporter-permease
amino-acid-ABC-transporter-ATP-binding-protein
eytochrome-c

hypothetical-protein

hypothetical-protein
\nomﬂn\c*nnnspha(eﬂransvoner

NUDIX- "yﬂvo\ase
hypothetical-protein
hypothetical-protein
oxalate-decarboxylase-family-bicupin
hypothetical-protein
response-regulator
response-regulator-transcription-factor
GHKL-domain-containing-protein
mvmme/nmne—xmnsuuner—mmwyfurmem
hypothetical-prc
carbonic- anhydlase
‘SulP~family-inorganic-anion-transporter
FadR-family-ranscriptional-regulator

g phospl P 9-pr

sugar-ABC-transporter-permease
carbohydrate-ABC-transporter-permease
hypothetical-protein
FadR-family-transcriptional-regulator

MES-transporter
‘SDR-family-oxidoreductase
hypothetical-protein
1521-like-element-helper-ATPase-Ist8.
1521-family-transposase
dihydrofolate-reductase~family-protein
helix-turn-helix-transcriptional-~regulator

hypothetical-protein

sigma-70-family-RNA-f pn\ymerase sigma-factor
PAS-domain-S-box-pro
pAs—unmam—s—mx—pmmm

response-regulator

cold-shock-protein

cold-shock-protein

30S-ribosomal-protein-521
hypothetical-protein

ABC-transporter-ATPbinding-protein

carbohydrate-ABC-transporter-permease

sugar-ABC-transporter-permease

ABC-transporter-substrate-binding-protein

substrate~binding-domain-containing-protein
ySR-family- (mnscnmmna\ regulator

a\vha/bera hydrolas

NADP—ﬂepenﬂent*uxlﬂmeﬂuclase

alphaibeta-hydrolase

VOC-farmily-protein

hypothetical-protein

protein-ndve

pyrrologquinaline-quinone-biosynthesis-protein-PqqE:

pyroloquincine-quinone-synthase-P:
pyrroloquinoline-quinone-biosynthesis-protein-PqaB.
pyrroloquinoline-quinone-precursor-peptide-P4gA
hypothetical-protein

hypothetical-protein

inorganic-triphosphatase
type~Ii-toxin-antitoxin-system-VapC-family-toxin

SDR-famiy-NADP-dependent-oxidoreductase
arabinose-transporter
amidohydrolase~family-protein
LysR-family-transcriptional-regulator
ABC-transporter-permease

mallose-alpha-D-glucosyliransferase
4-alpha-glucan-branching-protein-Gig
response-regulator
malto-oligosyltrehalose-trehalohydrolase
matto-oligosyltrehalose-synthase
glycogen-debranching-protein-GlgX
GFA-family-protei
usg-protein
co-chaperone-GroES
chaperonin-GroEL
hypothetical-protein
hypothetical-protein
glycosyltransferase-family-4-protein
amylo-alpha-1-6-glucosidase
Hsp20-family-protein
helix-turn-helix-transcriptional-regulator
‘SDR-family-oxidoreductase
‘SDR-family-oxidoreductase
DUF1108-domain-containing-protein
sigma-70-family-RNA-polymerase-sigma-factor
hypothetical-protein
eytochrome-bib6-domain-containing-protein
molybdopterin-dependent-oxidoreductase
hypothetical-protein
DUF305-domain-containing-protein
DUF1236-domain-containing-protein
PAS-domain-S-box-protein
hypothetical-protein
feritin-like~domain-containing-protein
hypothetical-protein
divalent-metal-cation-transporter
hypothetical-protein
alpha/beta-hydrolase

or
main-containing-protein

1521-~famiy-transposase

1521-iike-element-helper-ATPase-IstB.

hypothetical-protein

NUDIX-hydrolase

ferritin-like-domain-containing-protein

QQ-deps
DUF2934-domain-containing-protein
cysteine-hycrolase

hypothetical-protein
SOR-famy NADP et oxrcue

rvypmnenca\ prmem

sigma-70-family-RNA-polymerase-sigma-factor
TIGR04290-family-methylransferase
‘SDR-family-oxidoreductase

glycosyltransferase

q\ycusymansl&mse

glycosyltransfera:

mycosymansk-ase family-4-protein

zinc-binding-dehydrogenase
Glo/ldhMocA-family-oxidoreductase
hypothetical-protein
hypothetical-protein
inositol-3-phosphate-synthase
histidine-phosphatase-family-protein
beta-xylosidase

polysaccharide-pyruvyl-transferase-family-protein
pr

UPF0104-family-protein
phospholipase
hypothetical-protein
DUF4142-domain-containing-protein
MBL-fold-metallo-hydrolase
hypothetical-protein
divalent-metal-cation-transporter
hypothetical-protein
eytochrome- —umqumm oxndase subunit-IV
eytochrome- 3
cbb3-type~t cymcnmme— —oxnase—sunum:—|
ubiquinol-oxidase-subunit-l
hypothetical-protein
NUDIX-hydrolase
cytochrome—c
c-type-cytochrome
eytochrome-c-oxidase-assembly-protein
hypothetical-protein
eytochome-c-oxidase-subunit-3
cytochrome-c-oxidase-subuni
eytochrome-c-oxidase-subuni
eytochrome—c
FahF/YdeP—family-oxidoreductase
metallophosphoesterase
hypothetical-protein
hypothetical-protein
Nramp-family-divalent-metal-transporter
mpnmem\ protein
.C-barrel-domain-containing-protein
M/Domenca\ protein
hypothetical-protein
nuA—hke

mily-protein
hohetial-ain
helix-turn-helix-transcriptional-reguiator
DUF108-domain-containing-protein
LysR-family-transcriptional-reguiator
pyridoxal-phosphate-dependent-aminotransferase
hypothetical-protein
class-1-fructose-bisphosphatase
TetRIACTRfamily-transcrptional-reguiator
helix-turn-helix-domain-corfaining-protein
pepidoglycan-binding-protein
DUF4424-domain-containing-protein
DUF1311-domain-containing-protein
hypothetical-protein
DUF1311-domain-containing-protein
hypothetical-protein
hypothetical-protein
hypothetical-protein
tetratricopeptide-repeat-protein
hypothetical-protein
alphabeta-hydrola
eflx-RND-transporter-permease-subunit
eflx-RND-transporter-periplasmic-adaptor-subunit
eflux-RND-transporter-periplasmic-adaptor-subunit
TetRIACTR~family-transcriptional-regulator
methylransterase-domain-containing-protein

asion-associated-locus-B-family-protein
UF4189-domain-containing-protein
hypothetical-protein
invasion-associated-locus-8-famiy-protein
YadA-ike-family-protein
hypothetical-protein
helix-turm-helix-transcriptional-regulator
GriR-family-transcriptonal-reguiator

51 )—~family-metallo-hydrolase

ABC-transporter-substrate-binding-protein
ABC-transporter-permease
ABC-transporter-permease
ABC-transporter-ATP-binding-protein
M20IM25/M40-famiy-metallo-hycrolase:
aminopepidase-P-family-protein
DUF488-domain-containing-protein
HPP-famiy-protein
LysR-family-transcriptional-reguiator
S-formyfetrahydrofolate-cyclo-igase:
hypothetical-protein
GleA-family-transcriptional-regulator
ROK-family-transcriptionl-regulator

sugar-ABC-transporter-permease
carbohydrale-ABC-transporter-permease
ABC-transporter-ATP-binding-protein
beta-galactosidase
shikimate-dehydrogenase
TetR~family-transcriptional-regulator

18E17_25820
18E17_25825

MHS~family-MFS-transporter
LrpiAsnC~family-transcriptional-regulator
ATP-binding-cassette-domain-containing-protein
g-pr

po o
ABC-transporter-permease-subunit
ABC-transporter-permease
homocysteine-S-methyltransferase~family-protein
3-a~dihydroxy-2-butanone-4-phosphate-synthase
glucose-1-dehydrogenase
viose phosphate-isomerase
‘SDR-family-oxidoreductase
sugar-ABC-transporter-ATP-binding-protein
sugar-ABC-transporter-substrate-binding-protein
ABC-transporter-permease
transketolase
(ranskem\ﬂse family-protein
FGGY-family-carbohydrate-kinase
sugar-! hmdlng lrans:npnunal regulalur
Na/Pi-cotransporter—fam
MBL-fold-metallo-| hydm\ e
HAMP-domain-containing-histidine-kinase
response-regulator-transcription-factor
hypothetical-protein
‘amino-acid-adenylation-domain-containing-protein

bile-acid:sodium-symporter—family-protein

cupin-domain-containing-protein
type-1-glutamine-amidotransferase
ABC-transporter-ATP~binding-protein
ABC-transporter-permease
ABC-transporter-substrate-binding-protein
hypothetical-protein
DUF4168-domain-containing-protein
~dehydro-4-deoxyglucarate-dehydratase
mannonate-dehydratase
adenine-phosphoribosyltransferase

ATP-binding-cassete-domain-containing-prote
aminotriazole-resistance-protein
adenine-phosphoribosyltransierase
LysR~family-transcriptional-regulator
hypothetical-protein
rplASNC~family-transcriptional-regulator

aspartate-aminotransferase-family-protein
PLP-dependent-aminatransferase-family-protein

P
porter-pe
e

ectoine-hydrolase-DoeA
ectoine-utiization-protein-EutC
droxyectoine-utiization-dehydratase-Euts
DUF3422-domain-containing-protein
VOC-farmily-protein
dihydrolipoyl-dehydrogenase
2-ox0-acid-dehydrogenase-subunit-E2
alpha-ketoacid-dehydrogenase-subunit-beta

acyl-CoA-dehydrogenase-family-protein
acetyl-CoA-C-acyltransferase
3-hydroxyacyl-CoA-dehydrogenase
AraC-family-transcriptional-regulator
LysR-family-transcriptional-regulator

1g-dioxyg ot

g
FtsX-like-permease-family-protein
ABC-transporter-permease
ABC-transporter-ATP-binding-protein
effiux-RND-transporter-periplasmic-adaptor-subunit
LysR-family-transcriptional-regulator
aldehyde-dehydrogenase-family-protein
glucose-1-dehydrogenase

pe
pe-II-toxin-antitoxin-system-ParD-family-anitoxin

phosphoglycerate-dehydrogenase

GhC-

sugar-phosphate-isomerase/epimerase
sugar-phosphate-isomerase/epimerase
SDR-f 4aml\y gxmmenuc-ase
DP-gl pimerase-GalE

g\ycosymansl&rase family-4-protein

s5-1-SAM-dependent-methyliransferase
g\ycusymanslslase

yitransferase

ABC-transporter-ATP-binding-protein
glycosyltransferase-family-2-protein

antitoxin

hypothetical-protein
thiamine-pyrophosphate-binding-protein
2-isopropyimalate-synthase

MYG1-family-protein
carbohydrate-ABC-transporter-permease
flavodoxin-family-protein
Doxx-family-protein
TetR/ACrR-family-transcriptional-regulator
acelolactate-synthase-large-subunit
cold-shock-protein
R-domain-containing-protein

'SDR~family-NADP~dependent-oxidoreductase
LysR~family-transcriptional-regulator
glutathione-S-transferase-family-protein
TetR/ACrR-family-transcriptional-regulator
MFS-transporter
Pr6Pr-family-membrane-protein
thiamine-pyrophosphate-binding-protein
hypothetical-protein
purine-permease

o

porin
carboxy-terminal-processing-peptidase
YigZ-family-protein

MFS-transporter
glycosyltransferase-family-39-protein
Ydel/OmpD-associated-family-protein
'SRPBCC-domain-containing-protein
inged-helix-turn-helix-transcriptional-regulator
glycerophosphodiester-phosphodiesterase
ABC-transporter-permease
ABC-transporter-permease
ABC-transporter-ATP-binding-protein
ABC-transporter-ATP—binding-protein
ABC-transporter-substrate-binding-prot
Laci-family-DNA-binding- transcnmmna\ vequ\atol
hypothetical-protein
FAD-binding-dehydrogenase
hypothetical-protein
acetatefpropionate-family-kinase
phosphoketolase-family-protein
DUF3008-family-protein

hypothetical-protein
'YBhB/YbeL-family-Raf-kinase-inhibitor-like-protein
DUF2934-domain-containing-protei
hypothetical-protein

hypothetical-protein
BON-domain-containing-protein
MgtC/SapB-family-protein
DMT-family-transporter

hypothetical-protein

hypothetical-protein
invasion-associated-locus-B-family-protein
hypothetical-protein

hypothetical-protein
curli-production-assembly-protein-CsgG.

hypothetical-protein
helix-turn-helix-transcriptional-regulator
hypothetical-protein
response-regulator-transcription- Yal:lur
CrplFnr-family-transcriptional-regulator
polysaccharide-pyruvyl- vanserace- family-protein
hypothetical-protein
glycoside-hydrolase-family-16-protein
non-ribosomal-pepiide-synthetase
amino-acid-adenylation-domain-containing-protein
condensation-protein

hypothetical-protein

DegT/Dnr/EryCL/SIrS-family-aminotransferase
GMC-family-oxidoreductase
methylransferase-~TIGRO04325~family
oligosaccharide-fippase-family-protein
hypothetical-protein

ugar-transferase
glycosyltransferase-family-4-protein
polysaccharide-t bmsynlhes\s/expmt family-protein
glycosyltransferas

bifunctional- dwguanylale—cyclase/phusphodwestevase
ubiquinone-biosynthesis-methylransferase-UbiE
methylransferase-domain-containing-protein
‘SpollE-family-protein-phosphatase
ATP-binding-protein

hypothetical-protein

‘SDR-family-oxidoreductase
UDP-glucose-4-epimerase-GalE
gycosyltransferase

DUFgg5-domain-containing-protein
beta-mannosidase
DUF995~domain-containing-protein
helix-tur-helix-transcriptional-~regulator
alpha-mannosidase
alkylnydroperoxidase-domai
CMD-domain-protein

protein

ABC-transporter-ATP~binding-protein
ABC-transporter-permease
ABC-transporter-permease

hypothetical-protein
hypothetical-protein

C: tein
NADP-dependent-oxidoreductase
FADINADP-binding-protei
LysR~family-transcriptional-regulator
NADPH-dependent-oxidoreductase
questin-oxidase-family-protein
NADP/FAD-dependent-oxidoreductase
sugar-ABC-transporter-substrate-binding-protein
sugar-ABC-transporter-permease
carbohydrate-ABC-transporter-permease

olase.

FGGY-family-carbohydrate-kinase

g phospl
‘SDR-family-oxidoreductase
DeoR/GIpR-transcriptional-regulator
BipAISgCQ-family-protein
nuclear-transport-factor-2~family-protein
LysR~family-transcriptional-regulator
alphaibeta-hydrolase
TelR/AcrR-family-transcriptional-regulator

midase
TelR/ACrR-family-transcriptional-regulator

TetRIACIRfamily-1 nanscnmmna\ vegmamv
FAD-dependent-monooxygen:

166-family-transposase

transposase
FAD-dependent-monooxygens
helix-turm-helix- lransnnplmnal legulamr
NADPH-dependent-oxidoredu
A,ac—vam\\y—uansummnan—regmamv
‘SDR-family-oxidoreductase
‘SDR-family-oxidoreductase
hypothetical-protein
‘SDR-family-oxidoreductase
helix-tur-helix-transcriptional-regulator
response-regulator
d-domain-containing-protein
LysR~family-transcriptional-regulator
alphaieta-hydrolase
hypothetical-protein
aldojketo-reductase
ABC-transporter-ATP-binding-protein
Aac—nanswner—pevmease
ABC-transporter-pert
ABC-transporter-s subsate binding-protein
NIPSNAP-family-protein
aldehyde-dehydrogenase
LLM-class-lavin-dependent-oxidoreductase
flavin-reductase~family-protein
alphaibeta-hydrolase
amino-acid-synthesis~family-protein
agmatinase
GNtR-family-transcriptional-regulator
helix-tur-helix-transcriptional-regulator
metallophosphoesterase
protein-tyrosine-phosphatase

efflux-RND-transporter-permease-subunit
effiux-RND-transporter-periplasmic-adaptor-subunit
VOC-family-protein
GNAT-family-N-acetyltransferase
ABC-transporter-substrate-binding-protein
iron-ABC~transporter-permease
ABC-transporter-ATP-binding-protein
‘SDR-family-oxidoreductase
ROK-family-transcriptional-regulator
phosphosugar-isomerase
ABC-transporter-substrate-binding-protein
‘amino-acid-ABC-transporter-ATP-binding-protein
amino-acid-ABC-transporter-permease
N-acetylglucosamine-kinase

glycosyltransferase-family-4-protein

pe
DUF2961-domain-containing-protein
carbohycrate-ABC-transporter-permease
sugar-ABC-transporter-permease
Sugar-ABC-transporter-substrate-binding-protein
Lacl-family-DNA-binding-transcriptional-regulator
hypotheical-protein

hypothetical-protein

hypothetical-protein

hypothetical-protein

hypothetical-protein
LysR-family-transcriptional-reguiator
HiyD-family-secretion-protein
mutidrug-effius-MFS-transporter

porin
acetyl-CoA-| hydm\asemansoerase lam\ly protein
mullicopper-oxidase~family-

Cul-responsive-t lranscnplmnal regulamv
LysR~family-transcriptional-regulator
aldofketo-reductase

MFS-transporter

hypothetical-protein

MFS-transporter

hypothetical-protein
cytochrome-P460-family-protein
20G-Fell-oxygenase
helix-tur-helix-ranscriptional-regulator
hypothetical-protein
marine-proteobacterial-sortase~target-protein
class-GN-sortase

nitrilase-family-protein
LysR~family-transcriptional-regulator
hypothetical-protein
beta-lactamase-family-protein
plasmid-partitioning-protein-RepA
plasmid-partitioning-protein-RepB.
initation-protein-RepC

hypothetical-protein

HiyD-family-secretion-protein
helix-tur-helix-transcriptional-regulator
736-domain-containing-protein

transposase

q
1S66~famiy-transposase
DUF945-domain-containing-protein
hypothetical-protein

TraC~family-protein
hypothetical-protein
HAD-IA-family-hydrolas
e family- uanwnpnona\ regulator
i umily-protein
mpmnem\—pvm in
1521-like-element-helper-ATPase-Ist8.
1521-~family-transposase
AAA-family-ATPase
hypothetical-protein
SIR2-family-protein
GNAT-family-N-acetyltransferase
DUF1778~domain-containing-protein
hypothetical-protein
GNIR-family-transcriptional-regulator
amidohydrolase
VOC-family-protein

MFS-transporter
fumarylacetoacetate-hydrolase-family-protein

hypothetical-protein

formylietrahydrofolate-deformylase
FAD-dependent-oxidoreductase
Rieske-2Fe-2S-domain-containing-protein
sterol-desaturase-family-p
3-methyl-2- oxobutannam hydroxymethylansferase
Laci-family-Df ing-transcriptional-regulator
LysR-family-t lransulplmna\ regulator
‘SDR-family-oxidoreductase
lipocalin-ike-domain-containing-protein
LysR~family-transcriptional-regulator
MBL-fold-metallo-hydrolase
153-family-transposase
DUF1275~family-protein
low~temperature-requirement-protein-A
hypothetical-protein
hypothetical-protein
isochorismatase-family-protein
helix-tur-helix-uianscriptional-regulator
helix-tur-helix-transcriptional-regulator

drolase

alphaibeta-hydrolase
XapX-domain-containing-protein
amidohydrolase

Doxx-family-protein

glyoxalase
alginate-export-family-protein
alphaibeta-hydrolase
hypothetical-protein
helix-tur-helix-transcriptional-regulator
eytochrome—c

2Fe-25-binding-protein

LysR-family-transcriptional-regulator
MES-transporter
FAD-binding-domain-containing-protein

hypothetical-protein
ribbon-helix-helix-protein-—CopG~family

phospl Ugps
inositol-monophosphatase

ABC-transporter-ATP-t hmdmg o

ron-ABC~transporter-peri

ABC-transporter- absten bmdmg protein
substrate~binding-domain-containing-protein

NUDIX-hydrolase

hypothetical-protein

GNAT-family-N-acetyltransferase
pthE tail-protein
hage-tail-protein

e
phage tail-protein
putative-Ig-domain-containing-protein
mpnmenca\—pvmem

ype-I-toxin-anttcxin-system-apC-fami-{oxin

aspartate-aminotransferase-family-protein
aspartate-aminotransferase-family-protein
HAD-IA-family-hydrol
Tm-1-like-ATP-! mnamg—aommn—mmammg—pmm
IcIR~family-transcriptional-regulator
APC-family-permease
aldehyde-dehydrogenase
flavin-reductase
L-D-transpeptidase
NADP-dependent-oxidoreductase
DUF3788~domain-containing-protein
NADPH-dependent-oxidoreductase
carboxymuconolactone-decarboxylase-family-protein
nitroreductase~family-protein
AraC~family-transcriptional-regulator
hypothetical-protein
insporter

rvypmnenca\ prmem

ysteine-hydrol
Vark family- \vanscnp\mna\ regulator
ABC-transporter-ATP~binding-protein
DUFg82-domain-containing-protein
oxidoreductast
FadRfﬂamHy*vanscnmmnaHegu\amv
FAD-binding-oxidoreductase

enoyl-CoA-hydratasefisomerase~family-protein
oxidoreductase
ABC-transporter-substrate-binding-protein
ABC-ransporter-ATP-binding-protein
ABC-transporter-permease
ABC-transporter-permease
S53-family-peptidase

CopG-family-ribbon-helix-helix-protein
TetR/AGrR-—farily-transcriptional-regulator
alphaibeta-hydrolase
8-domain-containing-protein
hypothetical-protein
alphameta-hydrolase
‘SDR-family-oxidoreductase
cupin-domain-containing-protein
helix-tur-helix-transcriptional-reguiator
IclR-family-transcriptional-reguiator
VOC-family-protein
VOC-family-protein

ABC-transporter-ATP~binding-protein
carbohydrate-ABC-transporter-permease
sugar-ABC-transporter-permease

dimethyimenaguinone-methyltransferase

sugar-ABC-transporter-substrate-binding-protein
sugar-ABC-transporter-permease
carbohydrate-ABC-transporter-permease
hypothetical-protein

penicilin-binding-protein-2
sarcosine-oxidase-subunit-gamma
sarcosine-oxidase-subunit-alpha-family-protein
sarcosine-oxidase-subunit-delta
sarcosine-oxidase-subunit-beta-family-protein
GlxA-family-transcriptional-regulator
helix-turn-helix-domain-containing-protein
glutamine-amidotransferase-family-protein
protein-GIxC
FMN-binding-glutamate-synthase-family-protein
type-lli-glutamate--ammonia-ligase
formyhetrahydrofolate-deformylase

aminomethyltransferase-family-protein
hypothetical-protein
oxidoreductase
DUF3445~domain-containing-protein
NADP/FAD-dependent-oxidoreductase
PAS~domain-containing-protein
DUF1989~domain-containing-protein
APC-family-permease
MFS-transporter
helix-turm-helix-domain-containing-protein
hypothetical-protein
LysR-family-transcriptional-regulator
class-I-SAM-dependent-methyliransferase
pyridoxal-5-phosphate-synthase
DNA-polymerase-IV.
mpmnsnca\ protein

N-acetyltransferase
amino-acid-decarborylase
NCS2-family-permease
adenine-deaminase
Laci-family-DNA-binding-transcriptional-regulator
ABC-transporter-ATP-binding-protein

IcIR~family-transcriptional-regulator
RidA-family-protein
amidohydrolaseldeacetylase-family-metallohydrolase
ABC-transporter-permease
ABC-transporter-permease

ABC-transporter- sunsuam bmdmg protein
glucan-1-d-alpha-glucy

ROK-family-protein
LysR-family-transcriptional-regulator
chromate-transporter

chromate-transporter
LLM-class-flavin-dependent-oxidoreductase
NADPH-dependent-oxidoreductase
FAD-binding-oxidoreductase
cytosine-deaminase

ABC-transporter-permease
ABC-transporter-ATP-binding-protein
ABC-transporter-substrate-binding-protein
LysR~family-transcriptional-regulator
creatininase-famiy-protein
DUF4160-domain-containing-protein
DUF2442-domain-containing-protein
hypothetical-protein

hypothetical-protein

response-regulator

response-regulator
urea-ABC-transporter-substrate-binding-protein
urea-ABC-transporter-permease-subunit-Uris
urea-ABC-transporter-permease-subunit-UrtC
urea-ABC-transporter-ATP~binding-protein-UrtD
urea-ABC-transporter-ATP-binding-subunit-Urte
hypothetical-protein
efflux-RND-transporter-periplasmic- adamor subunit
efflux-RND-transporter-permease-subuni
hypothetical-protein
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Ochrobactrum strain LBABSSO

Rhizobium sp. ACO-34A

Rhizobium daejeonense KACC 13094

Rhizobium sp. ADMK78

Rhizobium sp. WL3

Agrobacterium sp. RACO6.

Agrobacterium sp. MAOL

Allorhizobium vitis VAR06-30

Allorhizobium vitls S4

‘Agrobacterium larrymoorei CFBP5473

Rhizobium oryzihabitans M15 =
Agrobacterium tumefaciens A6
~Agrobacterium tumefaciens Achs
Agrobacterium tumefaciens 15955
Agrobacterium tumefaciens 1D1108
Agrobacterium sp. H13-3
Rhizobium sp. NIBRBAC000502774

]

Agrobacterium tumefaciens CFBP5499 |

Agrobacterium rhizogenes K599
Agrobacterium tumefaciens CFBP5877

Agrobacterium tumefaciens CFBP6623
Agrobacterium tumefaciens CFBPE624

Agrobacterium fabrum 10132
~Agrobacterium sp. CGMCC 11546

Agrobacterium fabrum C58
Agrobacterium fabrum 12D13

Agrobacterium tumefaciens BIM B-1315G

Agrobacterium tumefaciens 1201

Agrobacterium tumefaciens 186
Agrobacterium tumefaciens 101460

Agrobacterium tumefaciens EML4

Agrobacterium tumefaciens CFBP7129

Agrobacterium tumefaciens 101609

Agrobacterium sp. 29

Rhizobium sp. S41

Rhizobium pusense IRBGT4

Rhizobium pusense 76

Rhizobium pusense CFBPSB75

Rhizobium sp. Y9

Agrobacterium sp. 33MFTal.1
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Rhizobium sp. NXC24

Rhizobium jaguaris CCGES25

Rhizobium grahamii BG7

ficum IE4872
Rhizobium sp. 7

Rhizobium etli CFN 42

Rhizobium etli 8C-3

Rhizobium g;

Rhizobium sp. NXC14
Rhizobium sp. TAL182

Rhizobium sp. N731
Rhizobium sp. N1314

Rhizobium sp. N&71

Rhizobium esperanzae NS61

Rhizobium sp. N1341.

Rhizobium sp. N741

Rhizobium sp. N113

Rhizobium sp. N6212

Rhizobium sp. KimS5.
Rhizobium sp. IE4TT1

Rhizobium el bv. phaseoli st IE4803

i R620
i RE50
i R611
i N671
iNT7L

Rhizobium phaseol
Rhizobium phaseol
Rhizobium phaseol
Rhizobium phaseol
Rhizobium phaseol

Rhizobium et CIAT 652
Rhizobium phaseoli R744.
Rhizobium phaseoli N831
Rhizobium phaseoli NO31
Rhizobium phaseoli N&41

Rhizobium phaseoli Brasil 5

Rhizobium phaseoli N261
Rhizobium phaseoli R723
Rhizobium phaseoli R630

Rhizobium sp. CIATE94 =

Rhizobium leguminosarum CB782
Rhizobium hidalgonense JKLM 19E

|

Rhizobium sp. N324.

Rhizobium leguminosarum WSM2304

Rhizobium acidisoli FH23
Rhizobium leguminosarum Norway
Rhizobium leguminosarum ATCC 14479

Rhizobium leguminosarum 38
Rhizobium leguminosarum 48
Rhizobium leguminosarum 238
Rhizobium leguminosarum BIHB 1217

Rhizobium leguminosarum UPM791

Rhizobium leguminosarum AL
Rhizobium leguminosarum TAL
Rhizobium leguminosarum 318

Rhizobium leguminosarum WSM1325

Rhizobium leguminosarum 98
Rhizobium leguminosarum CC275e

Rhizobium indicum JKLM 13€
Rhizobium indicum JKLM 1242
Rhizobium leguminosarum 3841

Rhizobium leguminosarum 228
Rhizobium leguminosarum WSM1689

Rhizobium leguminosarum 248
Rhizobium leguminosarum Vaf-108

Rhizobium leguminosarum Vaf10
Rhizobium leguminosarum BIHB 1148
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