	Study
	Training set
	Validation set (average)
	Overall

	Our study
	0.614(0.022)
	0.611(0.028)
	0.613

	Crijns 2009[1]
	0.54 (0.021)
	0.560(0.023)
	0.55

	Denkert 2009[2]
	0.566 (0.021)
	0.541(0.023)
	0.554

	Hernandez 2010[3]
	0.526 (0.021)
	0.510(0.023)
	0.518

	Kang 2012[4]
	0.542 (0.021)
	0.514(0.023)
	0.528

	Kernagis 2012[5]
	0.54 (0.021)
	0.561(0.023)
	0.55

	Konstantinopoulos 2010[6]
	0.495 (0.021)
	0.529(0.023)
	0.512

	Sabatier 2011[7]
	0.555 (0.021)
	0.543(0.023)
	0.549

	Yoshihara 2012[8]
	0.592 (0.021)
	0.576(0.023)
	0.584


Supplement table3 C-index (standard error) of the prognostic signatures and clinical characteristics in the nine datasets

Reference
1.	Crijns AP, Fehrmann RS, de Jong S, Gerbens F, Meersma GJ, Klip HG, Hollema H, Hofstra RM, te Meerman GJ, de Vries EG, van der Zee AG: Survival-related profile, pathways, and transcription factors in ovarian cancer. PLoS Med 2009, 6:e24.
2.	Denkert C, Budczies J, Darb-Esfahani S, Györffy B, Sehouli J, Könsgen D, Zeillinger R, Weichert W, Noske A, Buckendahl AC, et al: A prognostic gene expression index in ovarian cancer - validation across different independent data sets. J Pathol 2009, 218:273-280.
3.	Hernandez L, Hsu SC, Davidson B, Birrer MJ, Kohn EC, Annunziata CM: Activation of NF-kappaB signaling by inhibitor of NF-kappaB kinase beta increases aggressiveness of ovarian cancer. Cancer Res 2010, 70:4005-4014.
4.	Kang J, D'Andrea AD, Kozono D: A DNA repair pathway-focused score for prediction of outcomes in ovarian cancer treated with platinum-based chemotherapy. J Natl Cancer Inst 2012, 104:670-681.
5.	Kernagis DN, Hall AH, Datto MB: Genes with bimodal expression are robust diagnostic targets that define distinct subtypes of epithelial ovarian cancer with different overall survival. J Mol Diagn 2012, 14:214-222.
6.	Konstantinopoulos PA, Spentzos D, Karlan BY, Taniguchi T, Fountzilas E, Francoeur N, Levine DA, Cannistra SA: Gene expression profile of BRCAness that correlates with responsiveness to chemotherapy and with outcome in patients with epithelial ovarian cancer. J Clin Oncol 2010, 28:3555-3561.
7.	Sabatier R, Finetti P, Bonensea J, Jacquemier J, Adelaide J, Lambaudie E, Viens P, Birnbaum D, Bertucci F: A seven-gene prognostic model for platinum-treated ovarian carcinomas. Br J Cancer 2011, 105:304-311.
8.	Yoshihara K, Tsunoda T, Shigemizu D, Fujiwara H, Hatae M, Fujiwara H, Masuzaki H, Katabuchi H, Kawakami Y, Okamoto A, et al: High-risk ovarian cancer based on 126-gene expression signature is uniquely characterized by downregulation of antigen presentation pathway. Clin Cancer Res 2012, 18:1374-1385.

