
Gene
TAP1
CXCL10
GBP4
IGKV4−1
VSIG4
CD163
ETV7
IGKC
IGHG1
CD2
CD79A
MZB1
IGLC2
CD3E
UBE2L6
IL2RG
JCHAIN
IGHGP
SLAMF7
MS4A7
IGLC3
TNFSF13B
SLCO2B1
CSF1R
ALOX5AP

pvalue
0.000301027
0.002351842
0.003172804
0.003524058
0.005692251
0.005752964
0.006020932
0.006908390
0.010309372
0.010799608
0.012026494
0.012221382
0.014909486
0.015842015
0.016012251
0.017186891
0.020472969
0.021415752
0.021773164
0.023154248
0.023291380
0.023643310
0.030497809
0.037225053
0.045997018

Hazard Ratio(95% CI)
0.74(0.63,0.87)
0.77(0.65,0.91)
0.77(0.65,0.92)
0.64(0.47,0.86)
1.15(1.04,1.28)
1.19(1.05,1.34)
0.8(0.68,0.94)

0.77(0.63,0.93)
0.77(0.63,0.94)
0.81(0.69,0.95)
0.75(0.6,0.94)

0.73(0.57,0.93)
0.74(0.58,0.94)
0.82(0.7,0.96)

0.85(0.74,0.97)
0.82(0.7,0.97)

0.79(0.65,0.96)
0.77(0.62,0.96)
0.78(0.63,0.96)
1.16(1.02,1.32)
0.77(0.61,0.96)
0.85(0.75,0.98)
1.15(1.01,1.3)

1.13(1.01,1.27)
1.11(1,1.23)

0.5 1 1.51.339738948
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