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a. SAXS data corresponding to the independent SMAD4 and SMAD3 MH2 domains and heterotrimeric complexes

b. SAXS data for the Megabody cHopQA1 and in complex with SMAD4 MH2 domain

c. SAXS data for the Megabody  Ygik A7 (left) in complex with SMAD4 MH2 domain (middle) and also with SMAD4-SMAD3 complex


