Supplementary Figure legends
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Sup-Fig. 1. Validation of the risk score. (A-C), The gene mutation status in three clusters.
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Sup-Fig. 2. Analysis of important genes. 
A. The single cell expression of important genes in indicated scRNA data. 
[bookmark: _GoBack]B. The gene effect value of important genes (The lower the value of gene effect, the more significant the effect of inhibiting cell proliferation after knocking out genes in tumor cells.).
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A Altered in 71 (75.53%) of 94 samples. Altered in 124 (75.61%) of 164 samples.
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Altered in 74 (70.3%) of 101 samples.
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