Fig. S1A. TCGA-LUAD, GSE72094, GSE50081, GSE30219, GSE13213 and the c-index of ARRPS in MetaCohort and 40 published signatures
Fig. S2A. Genomically altered landscapes characterized by low and high ARRPS.
Fig. S3A. GISTIC 2.0-based gene copy number variation and mutation frequency in high and low ARRPS scores.
Fig. S4A. Forest plot of genes mutating differentially in patients of the low- and the high-ARRPS groups. 
Fig. S5A. Interaction effect of genes mutating differentially in patients in the low- and the high-ARRPS groups.
Fig. S6 A-B. Body weight changes in nude mice over the course of treatment.
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