(8) VectorBuilder #{FX

HIEEFER

KD vector ID

VB200614-1085qzc

Hi&EB#  name pLV[Exp]-Puro-EF1A>hMOG[NM_206809.4]/EGFP
#ifkk)v vector size | 9953 bp
mEEELEKN 6478 bp  Viral genome size

HEFER vector type

I EHERRAEHREHIAE  Mammalian lentiviral vector

B&hF promoter EF1A

ORF hMOG[NM_206809.4]/EGFP
TR%EHTRIT Selection marker | Puro

BRAEDIER copy tines High

FAFIME vector resistance | Ampicillin

TAPETB X closing cost

VB UltraStable (S{EfhiERAER)

HAEL
RSV promoter
puC ori 5' LTR-AU3
U]
RRE
Ampicillin
cPPT
VB200614-1085qzc
EF1A
9953 bp
SV40 early pA Kozak
3' LTR-AU3
Puro hMOGINM_206809.4)/EGFP
mPGK promoter
WPRE
i
. P ) ) . .
AR g KB i BRI RERE
name position (bp) type discription annotation
Strong promoter;
Rous sarcoma virus drives
RSV promoter m1-229 229 | Promoter transcription of
enhancer/promoter | .

viral RNA in
packaging cells.
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penguin
vector ID

penguin
name

penguin
vector size

penguin
Viral genome size

penguin
vector type

penguin
Mammalian lentiviral vector

penguin
promoter

penguin
selection marker

penguin
Copy times

penguin
Vector resistance

penguin
closing cost

penguin
name

penguin
position

penguin
type

penguin
discription

penguin
annotation
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AN *IJ\ kY ~,
=1 g 34 iR R
name position (bp) type Discription annotation
Allows
Truncated HIV-15" |transcription of
5'LTR-AU3 W 230-410 181 |LTR long terminal viral RNA and its
repeat packaging into
virus.
. Allows packaging
HIV-1 packagin
b M 521-565 45 | Miscellaneous < nalp ging of viral RNA into
E virus.
Rev protein
binding site that
allows Rev-
_ HIV-1 Rev response
RRE W 1075-1308 234 | Miscellaneous P dependent nuclear
element )
export of viral RNA
during viral
packaging.
Facilitates the
Central polypurine nuclear import of
cPPT M 1803-1920 | 118 |Miscellaneous PoyP HIV-1 cDNA
tract
through a central
DNA flap.
Human eukaryotic
translation
EF1A H 1959-3137 1179 | Promoter I Strong promoter.
elongation factor 1
al promoter
Facilitates
translation
Kozak translation |initiation of ATG
Kozak W 3162-3167 6| Miscellaneous | . Z . ! nitiatl
initiation sequence |start codon
downstream of the
Kozak sequence.
hMOG[NM_206809.4]/EGFP | B 3168-4625 1458 | ORF None None
Enhances virus
stability in
Woodchuck packaging cells,
hepatitis virus leading to higher
WPRE M 4664-5261 598 | Miscellaneous i
I . posttranscriptional tl'ter of packaged
regulatory element | Virus; enhances
higher expression
of transgenes.
Mouse
Medium-strength
mPGK promoter W 5280-5790 511 | Promoter phosphoglycerate g

kinase 1 promoter

promoter.
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& i (fg; sem st RRER
P , Allows cells to be
Puro m5803-6402 | 600 |ORF Hromycin resistant to
resistance gene _
puromycin.
Allows packaging
of viral RNA into
virus; self-
inactivates the 5'
LTR by a copying
Truncated HIV-1 3" | mechanism during
3' LTR-AU3 W 6473-6707 235|LTR long terminal viral genome
repeat integration;
contains
polyadenylation
signal for
transcription
termination.
Allows
Simian virus 40 trans.crlp‘tlon
| termination and
SV40 early pA m6780-6914 | 135 |PolyA_signal eall’y I polyadenylation of
p‘o yal enylation MRNA transcribed
>igna by Pol IT RNA
polymerase.
o Ampicillin Allc?ws E. coli to be
Ampicillin 7868-8728 861 | ORF ) resistant to
resistance gene -
ampicillin.
Facilitates plasmid
. replication in E.
pUC ori 8890-9487 | 589|Rep_origin  |PoC Orginof coli; regulates
replication high-copy plasmid
number (500-700).
Note: i P RMBY T AT B RRT,
HixFT
AATGTAGTCT TATGCAATAC TCTTGTAGTC TTGCAACATG GTAACGATGA GTTAGCAACA TGCCTTACAA GGAGAGAAAA AGCACCGTGC ATGCCGATTG
GTGGAAGTAA GGTGGTACGA TCGTGCCTTA TTAGGAAGGC AACAGACGGG TCTGACATGG ATTGGACGAA CCACTGAATT GCCGCATTGC AGAGATATTG
TATTTAAGTG CCTAGCTCGA TACATAAACG GGTCTCTCTG GTTAGACCAG ATCTGAGCCT GGGAGCTCTC TGGCTAACTA GGGAACCCAC TGCTTAAGCC
TCAATAAAGC TTGCCTTGAG TGCTTCAAGT AGTGTGTGCC CGTCTGTTGT GTGACTCTGG TAACTAGAGA TCCCTCAGAC CCTTTTAGTC AGTGTGGAAA
ATCTCTAGCA GTGGCGCCCG AACAGGGACT TGAAAGCGAA AGGGAAACCA GAGGAGCTCT CTCGACGCAG GACTCGGCTT GCTGAAGCGC GCACGGCAAG
AGGCGAGGGG CGGCGACTGG TGAGTACGCC AAAAATTTTG ACTAGCGGAG GCTAGAAGGA GAGAGATGGG TGCGAGAGCG TCAGTATTAA GCGGGGGAGA
ATTAGATCGC GATGGGAAAA AATTCGGTTA AGGCCAGGGG GAAAGAAAAA ATATAAATTA AAACATATAG TATGGGCAAG CAGGGAGCTA GAACGATTCG
CAGTTAATCC TGGCCTGTTA GAAACATCAG AAGGCTGTAG ACAAATACTG GGACAGCTAC AACCATCCCT TCAGACAGGA TCAGAAGAAC TTAGATCATT
ATATAATACA GTAGCAACCC TCTATTGTGT GCATCAAAGG ATAGAGATAA AAGACACCAA GGAAGCTTTA GACAAGATAG AGGAAGAGCA AAACAAAAGT
AAGACCACCG CACAGCAAGC GGCCGCTGAT CTTCAGACCT GGAGGAGGAG ATATGAGGGA CAATTGGAGA AGTGAATTAT ATAAATATAA AGTAGTAAAA
ATTGAACCAT TAGGAGTAGC ACCCACCAAG GCAAAGAGAA GAGTGGTGCA GAGAGAAAAA AGAGCAGTGG GAATAGGAGC TTTGTTCCTT GGGTTCTTGG
GAGCAGCAGG AAGCACTATG GGCGCAGCGT CAATGACGCT GACGGTACAG GCCAGACAAT TATTGTCTGG TATAGTGCAG CAGCAGAACA ATTTGCTGAG
GGCTATTGAG GCGCAACAGC ATCTGTTGCA ACTCACAGTC TGGGGCATCA AGCAGCTCCA GGCAAGAATC CTGGCTGTGG AAAGATACCT AAAGGATCAA

Vector # VB200614-1085qzc
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1301
1401
1501
1601
1701
1801
1901
2001
2101
2201
2301
2401
2501
2601
2701
2801
2901
3001
3101
3201
3301
3401
3501
3601
3701
3801
3901
4001
4101
4201
4301
4401
4501
4601
4701
4801
4901
5001
5101
5201
5301
5401
5501
5601
5701
5801
5901
6001
6101
6201
6301
6401
6501
6601
6701
6801
6901

CAGCTCCTGG
ATCACACGAC
ACAAGAATTA
GGCTTGGTAG
CGAGGGGACC
GCTTTTAAAA

GGATTTGGGG TTGCTCTGGA AAACTCATTT

CTGGATGGAG
TTGGAATTAG
GTTTAAGAAT
CGACAGGCCC
GAAAAGGGGG

TGGGACAGAG
ATAAATGGGC
AGTTTTTGCT
GAAGGAATAG
GATTGGGGGG

AAATTAACAA
AAGTTTGTGG
GTACTTTCTA
AAGAAGAAGG
TACAGTGCAG

GCACCACTGC
TTACACAAGC
AATTGGTTTA
TAGTGAATAG
TGGAGAGAGA
GGGAAAGAAT

TGTGCCTTGG
TTAATACACT
ACATAACAAA
AGTTAGGCAG
GACAGAGACA
AGTAGACATA

AATGCTAGTT
CCTTAATTGA
TTGGCTGTGG
GGATATTCAC
GATCCATTCG
ATAGCAACAG

GGAGTAATAA
AGAATCGCAA
TATATAAAAT
CATTATCGTT
ATTAGTGAAC
ACATACAAAC

ATCTCTGGAA
AACCAGCAAG
TATTCATAAT
TCAGACCCAC
GGATCTCGAC
TAAAGAATTA

CAGATTTGGA
AAAAGAATGA
GATAGTAGGA
CTCCCAACCC
GGTATCGCTA
CAAAAACAAA

TTACAAAAAT

TCAAAATTTT

GTCCCCGAGA

AGTTGGGGGG

ACTAGTGATT
AGGGGTCGGC

ATCGGATCAA
AATTGAACCG

CTTTGTATAG
GTGCCTAGAG

AAAAGTTGGG
AAGGTGGCGC

CTCCGGTGCC

CGTCAGTGGG

CAGAGCGCAC

ATCGCCCACA

GGGGTAAACT

GGGAAAGTGA

TGTCGTGTAC

TGGCTCCGCC

TTTTTCCCGA

GGGTGGGGGA

GAACCGTATA

TAAGTGCAGT

AGTCGCCGTG

AACGTTCTTT

TTCGCAACGG

GTTTGCCGCC

AGAACACAGG

TAAGTGCCGT

GTGTGGTTCC

CGCGGGCCTG

GCCTCTTTAC

GGGTTATGGC

CCTTGCGTGC

CTTGAATTAC

TTCCACCTGG

CTGCAGTACG

TGATTCTTGA

TCCCGAGCTT

CGGGTTGGAA

GTGGGTGGGA

GAGTTCGAGG

CCTTGCGCTT

AAGGAGCCCC

TTCGCCTCGT

GCTTGAGTTG

AGGCCTGGCC

TGGGCGCTGG

GGCCGCCGCG

TGCGAATCTG

GTGGCACCTT

CGCGCCTGTC

TCGCTGCTTT

CGATAAGTCT

CTAGCCATTT

AAAATTTTTG

ATGACCTGCT

GCGACGCTTT

TTTTCTGGCA

AGATAGTCTT

GTAAATGCGG

GCCAAGATCT

GCACACTGGT

ATTTCGGTTT

TTGGGGCCGC

GGGCGGCGAC

GGGGCCCGTG

CGTCCCAGCG

CACATGTTCG

GCGAGGCGGG

GCCTGCGAGC

GCGGCCACCG

AGAATCGGAC

GGGGGTAGTC

TCAAGCTGGC

CGGCCTGCTC

TGGTGCCTGG

TCTCGCGCCG

CCGTGTATCG

CCCCGCCCTG

GGCGGCAAGG

CTGGCCCGGT

CGGCACCAGT

TGCGTGAGCG

GAAAGATGGC

CGCTTCCCGG

CCCTGCTGCA

GGGAGCTCAA

AATGGAGGAC

GCGGCGCTCG

GGAGAGCGGG

CGGGTGAGTC

ACCCACACAA

AGGAAAAGGG

CCTTTCCGTC

CTCAGCCGTC

GCTTCATGTG

ACTCCACGGA

GTACCGGGCG

CCGTCCAGGC

ACCTCGATTA

GTTCTCGAGC

TTTTGGAGTA

CGTCGTCTTT

AGGTTGGGGG

GAGGGGTTTT

ATGCGATGGA

GTTTCCCCAC

ACTGAGTGGG

TGGAGACTGA

AGTTAGGCCA

GCTTGGCACT

TGATGTAATT

CTCCTTGGAA

TTTGCCCTTT

TTGAGTTTGG

ATCTTGGTTC

ATTCTCAAGC

CTCAGACAGT

GGTTCAAAGT

TTTTTTCTTC

CATTTCAGGT

GTCGTGACAA

TGCCTCTGCT

CCTTCCTCCT

CCTCCTCCTC

CTCCAAGTGT

GTTTGTACAA
CTTCCAGCTA

AAAAGCAGGC
TGCAGGGCAG

TGCCACCATG

GCAAGCTTAT

CAAGACCCTC

TCTGCCCAGC

TTCAGAGTGA

TAGGACCAAG

ACACCCTATC

CGGGCTCTGG

TCGGGGATGA

AGTGGAATTG

CCATGTCGCA

TATCTCCTGG

GAAGAACGCT

ACAGGCATGG

AGGTGGGGTG

GTACCGCCCC

CCCTTCTCTA

GGGTGGTTCA

TCTCTACAGA

AATGGCAAGG

ACCAAGATGG

AGACCAGGCA

CCTGAATATC

GGGGCCGGAC

AGAGCTGCTG

AAAGATGCTA

TTGGTGAGGG

AAAGGTGACT

CTCAGGATCC

GGAATGTAAG

GTTCTCAGAT

GAAGGAGGTT

TCACCTGCTT

CTTCCGAGAT

CATTCTTACC

AAGAGGAGGC

AGCAATGGAA

TTGAAAGTAG

AAGATCCTTT

CTACTGGGTG

AGCCCTGGAG

TGCTGGTTCT

CCTCGCGGTG

CTGCCTGTGC

TCCTCCTGCA

GATCACTGTT

GGCCTCATCT

TCCTCTGCCT

GCAGTACAGA

CTGAGAGGAA

AACTTCGAGC

AGAGATAGAG

AATCTCCACC

GGACTTTTGA

TCCCCACTTT

CTGAGGGTGC

CCTGCTGGAA

GATAACCCTG

TTTGTAATTG

TGCCGGTTCT

TGGACCCTTG

GTTGCCTTGA

TCATCTGCTA

CAACTGGCTA

CATCGAAGAC

TAGCAGGGCA

ATTCCTTGAA

GAGCTACGAA

ATCCCTTCGT

GAGCAAGGGC

GAGGAGCTGT

TCACCGGGGT

GGTGCCCATC

CTGGTCGAGC

TGGACGGCGA

CGTAAACGGC

CACAAGTTCA

GCGTGTCCGG

CGAGGGCGAG

GGCGATGCCA

CCTACGGCAA

GCTGACCCTG

AAGTTCATCT

GCACCACCGG

CAAGCTGCCC

GTGCCCTGGC

CCACCCTCGT

GACCACCCTG

ACCTACGGCG

TGCAGTGCTT

CAGCCGCTAC

CCCGACCACA

TGAAGCAGCA

CGACTTCTTC

AAGTCCGCCA

TGCCCGAAGG

CTACGTCCAG

GAGCGCACCA

TCTTCTTCAA

GGACGACGGC

AACTACAAGA

CCCGCGCCGA

GGTGAAGTTC

GAGGGCGACA

CCCTGGTGAA

CCGCATCGAG

CTGAAGGGCA

TCGACTTCAA

GGAGGACGGC

AACATCCTGG

GGCACAAGCT

GGAGTACAAC

TACAACAGCC

ACAACGTCTA

TATCATGGCC

GACAAGCAGA

AGAACGGCAT

CAAGGTGAAC

TTCAAGATCC

GCCACAACAT

CGAGGACGGC

AGCGTGCAGC

TCGCCGACCA

CTACCAGCAG

AACACCCCCA

TCGGCGACGG

CCCCGTGCTG

CTGCCCGACA

ACCACTACCT

GAGCACCCAG

TCCGCCCTGA

GCAAAGACCC

CAACGAGAAG

CGCGATCACA

TGGTCCTGCT

GGAGTTCGTG

ACCGCCGCCG

GGATCACTCT

CGGCATGGAC

GAGCTGTACA

AGTGAACCCA

TTGACTGGTA

TTCTTAACTA

TGTTGCTCCT

GCTTTCTTGT
TTTACGCTAT

ACAAAGTGGT
GTGGATACGC

GATAATCGAA
TGCTTTAATG

TTCCGATAAT

CAACCTCTGG

ATTACAAAAT

TTGTGAAAGA

CCTTTGTATC

ATGCTATTGC

TTCCCGTATG

GCTTTCATTT

TCTCCTCCTT

GTATAAATCC

TGGTTGCTGT

CTCTTTATGA

GGAGTTGTGG

CCCGTTGTCA

GGCAACGTGG

CGTGGTGTGC

ACTGTGTTTG

CTGACGCAAC

CCCCACTGGT

TGGGGCATTG

CCACCACCTG

TCAGCTCCTT

TCCGGGACTT

TCGCTTTCCC

CCTCCCTATT

GCCACGGCGG

AACTCATCGC

CGCCTGCCTT

GCCCGCTGCT

GGACAGGGGC

TCGGCTGTTG

GGCACTGACA

ATTCCGTGGT

GTTGTCGGGG

AAGCTGACGT

CCTTTCCATG

GCTGCTCGCC

TGTGTTGCCA

CCTGGATTCT

GCGCGGGACG

TCCTTCTGCT

ACGTCCCTTC

GGCCCTCAAT

CCAGCGGACC

TTCCTTCCCG

CGGCCTGCTG

CCGGCTCTGC

GGCCTCTTCC

GCGTCTTCGC

CTTCGCCCTC

AGACGAGTCG

GATCTCCCTT

TGGGCCGCCT

CCCCGCATCG

CTTTTCCCAA

GGCAGTCTGG

AGCATGCGCT

TTAGCAGCCC

CGCTGGGCAC

TTGGCGCTAC

GGAATTCCCG
ACAAGTGGCC

CGGTTCGAAT
TCTGGCCTCG

TCTACCGGGT

AGGGGAGGCG

CACACATTCC

ACATCCACCG

GTAGGCGCCA

ACCGGCTCCG

TTCTTTGGTG

GCCCCTTCGC

GCCACCTTCT

ACTCCTCCCC

TAGTCAGGAA

GTTCCCCCCC

GCCCCGCAGC

TCGCGTCGTG

CAGGACGTGA

CAAATGGAAG

TAGCACGTCT

CACTAGTCTC

GTGCAGATGG

ACAGCACCGC

TGAGCAATGG

AAGCGGGTAG

GCCTTTGGGG

CAGCGGCCAA

TAGCAGCTTT

GCTCCTTCGC

TTTCTGGGCT

CAGAGGCTGG

GAAGGGGTGG

GTCCGGGGGC

GGGCTCAGGG

GCGGGCTCAG

GGGCGGGGCG

GGCGCCCGAA

GGTCCTCCGG

AGGCCCGGCA

TTCTGCACGC

TTCAAAAGCG

CACGTCTGCC

GCGCTGTTCT

CCTCTTCCTC

ATCTCCGGGC

CTTTCGACCT

CCATGACCGA

GTACAAGCCC

ACGGTGCGCC

TCGCCACCCG

CGACGACGTC

CCCAGGGCCG

TACGCACCCT

CGCCGCCGCG

TTCGCCGACT

CACGTGGCCA
ACCCCGCCAC

GCGCCACACC

GTCGATCCGG

ACCGCCACAT

CGAGCGGGTC

ACCGAGCTGC

AAGAACTCTT

CCTCACGCGC

GTCGGGCTCG

ACATCGGCAA

GGTGTGGGTC

GCGGACGACG

GCGCCGCGGT

GGCGGTCTGG

ACCACGCCGG

AGAGCGTCGA

AGCGGGGGCG

GTGTTCGCCG

AGATCGGCCC

GCGCATGGCC

GAGTTGAGCG

GTTCCCGGCT

GGCCGCGCAG

CAACAGATGG

AAGGCCTCCT

GGCGCCGCAC

CGGCCCAAGG

AGCCCGCGTG

GTTCCTGGCC

ACCGTCGGCG

TCTCGCCCGA

CCACCAGGGC

AAGGGTCTGG

GCAGCGCCGT

CGTGCTCCCC

GGAGTGGAGG

CGGCCGAGCG

CGCCGGGGTG

CCCGCCTTCC

TGGAGACCTC

CGCGCCCCGC

AACCTCCCCT

TCTACGAGCG

GCTCGGCTTC

ACCGTCACCG

CCGACGTCGA

GGTGCCCGAA

GGACCGCGCA

CCTGGTGCAT

GACCCGCAAG

CCCGGTGCCT

GAGGTACCTT
GACAAGATCT

TAAGACCAAT
GCTTTTTGCT

GACTTACAAG
TGTACTGGGT

GCAGCTGTAG
CTCTCTGGTT

ATCTTAGCCA
AGACCAGATC

CTTTTTAAAA
TGAGCCTGGG

GAAAAGGGGG
AGCTCTCTGG

GACTGGAAGG

GCTAATTCAC

TCCCAACGAA

CTAACTAGGG

AACCCACTGC

TTAAGCCTCA

ATAAAGCTTG

CCTTGAGTGC

TTCAAGTAGT

GTGTGCCCGT

CTGTTGTGTG

ACTCTGGTAA

CTAGAGATCC

CTCAGACCCT

TTTAGTCAGT

GTGGAAAATC

TCTAGCAGTA
ATGGTTACAA

GTAGTTCATG
ATAAAGCAAT

TCATCTTATT
AGCATCACAA

ATTCAGTATT
ATTTCACAAA

TATAACTTGC
TAAAGCATTT

AAAGAAATGA
TTTTCACTGC

ATATCAGAGA
ATTCTAGTTG

GTGAGAGGAA
TGGTTTGTCC

CTTGTTTATT

GCAGCTTATA

AAACTCATCA

ATGTATCTTA

TCATGTCTGG

CTCTAGCTAT

CCCGCCCCTA

ACTCCGCCCA

TCCCGCCCCT

AACTCCGCCC

AGTTCCGCCC

ATTCTCCGCC

CCATGGCTGA

CTAATTTTTT
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TTATTTATGC
AGTGAGTCGT
CTTTCGCCAG
ATTAAGCGCG
ACGTTCGCCG
GTGATGGTTC
AACAACACTC
AACGCGAATT
AAATATGTAT
CCCTTTTTTG
TCGAACTGGA
ATTATCCCGT
ACGGATGGCA
AGCTAACCGC
CACGATGCCT
GATAAAGTTG
CAGCACTGGG
AGGTGCCTCA
GTGAAGATCC
GAGATCCTTT

AGAGGCCGAG
ATTACGCGCG
CTGGCGTAAT
GCGGGTGTGG
GCTTTCCCCG
ACGTAGTGGG
AACCCTATCT
TTAACAAAAT
CCGCTCATGA
CGGCATTTTG
TCTCAACAGC
ATTGACGCCG
TGACAGTAAG
TTTTTTGCAC
GTAGCAATGG
CAGGACCACT
GCCAGATGGT
CTGATTAAGC
TTTTTGATAA
TTTTCTGCGC

GCCGCCTCGG
CTCACTGGCC
AGCGAAGAGG
TGGTTACGCG
TCAAGCTCTA
CCATCGCCCT
CGGTCTATTC
ATTAACGCTT
GACAATAACC
CCTTCCTGTT
GGTAAGATCC
GGCAAGAGCA
AGAATTATGC
AACATGGGGG
CAACAACGTT
TCTGCGCTCG
AAGCCCTCCC
ATTGGTAACT
TCTCATGACC
GTAATCTGCT

CCTCTGAGCT
GTCGTTTTAC
CCCGCACCGA
CAGCGTGACC
AATCGGGGGC
GATAGACGGT
TTTTGATTTA
ACAATTTAGG
CTGATAAATG
TTTGCTCACC
TTGAGAGTTT
ACTCGGTCGC
AGTGCTGCCA
ATCATGTAAC
GCGCAAACTA
GCCCTTCCGG
GTATCGTAGT
GTCAGACCAA
AAAATCCCTT
GCTTGCAAAC

ATTCCAGAAG
AACGTCGTGA
TCGCCCTTCC
GCTACACTTG
TCCCTTTAGG
TTTTCGCCCT
TAAGGGATTT
TGGCACTTTT
CTTCAATAAT
CAGAAACGCT
TCGCCCCGAA
CGCATACACT
TAACCATGAG
TCGCCTTGAT
TTAACTGGCG
CTGGCTGGTT
TATCTACACG
GTTTACTCAT
AACGTGAGTT
AAAAAAACCA

TAGTGAGGAG
CTGGGAAAAC
CAACAGTTGC
CCAGCGCCCT
GTTCCGATTT
TTGACGTTGG
TGCCGATTTC
CGGGGAAATG
ATTGAAAAAG
GGTGAAAGTA
GAACGTTTTC
ATTCTCAGAA
TGATAACACT
CGTTGGGAAC
AACTACTTAC
TATTGCTGAT
ACGGGGAGTC
ATATACTTTA
TTCGTTCCAC
CCGCTACCAG

GCTTTTTTGG
CCTGGCGTTA
GCAGCCTGAA
AGCGCCCGCT
AGTGCTTTAC
AGTCCACGTT
GGCCTATTGG
TGCGCGGAAC
GAAGAGTATG
AAAGATGCTG
CAATGATGAG
TGACTTGGTT
GCGGCCAACT
CGGAGCTGAA
TCTAGCTTCC
AAATCTGGAG
AGGCAACTAT
GATTGATTTA
TGAGCGTCAG
CGGTGGTTTG

AGGCCTAGGG
CCCAACTTAA
TGGCGAATGG
CCTTTCGCTT
GGCACCTCGA
CTTTAATAGT
TTAAAAAATG
CCCTATTTGT
AGTATTCAAC
AAGATCAGTT
CACTTTTAAA
GAGTACTCAC
TACTTCTGAC
TGAAGCCATA
CGGCAACAAT
CCGGTGAGCG
GGATGAACGA
AAACTTCATT
ACCCCGTAGA
TTTGCCGGAT

ACGTACCCAA
TCGCCTTGCA
GACGCGCCCT
TCTTCCCTTC
CCCCAAAAAA
GGACTCTTGT
AGCTGATTTA
TTATTTTTCT
ATTTCCGTGT
GGGTGCACGA
GTTCTGCTAT
CAGTCACAGA
AACGATCGGA
CCAAACGACG
TAATAGACTG
TGGGTCTCGC
AATAGACAGA
TTTAATTTAA
AAAGATCAAA
CAAGAGCTAC

TTCGCCCTAT
GCACATCCCC
GTAGCGGCGC
CTTTCTCGCC
CTTGATTAGG
TCCAAACTGG
ACAAAAATTT
AAATACATTC
CGCCCTTATT
GTGGGTTACA
GTGGCGCGGT
AAAGCATCTT
GGACCGAAGG
AGCGTGACAC
GATGGAGGCG
GGTATCATTG
TCGCTGAGAT
AAGGATCTAG
GGATCTTCII
CAACTCTTTT

TCCGAAGGTA ACTGGCTTCA

GCAGAGCGCA

GATACCAAAT ACTGTTCTTC

TAGTGTAGCC

GTAGTTAGGC CACCACTTCA

AGAACTCTGT

AGCACCGCCT

ACATACCTCG CTCTGCTAAT

CCTGTTACCA

GTGGCTGCTG CCAGTGGCGA

TAAGTCGTGT

CTTACCGGGT TGGACTCAAG

ACGATAGTTA

CCGGATAAGG

CGCAGCGGTC GGGCTGAACG

GGGGGTTCGT

GCACACAGCC CAGCTTGGAG

CGAACGACCT

ACACCGAACT GAGATACCTA

CAGCGTGAGC

TATGAGAAAG

CGCCACGCTT CCCGAAGAGA

GAAAGGCGGA

CAGGTATCCG GTAAGCGGCA

GGGTCGGAAC

AGGAGAGCGC ACGAGGGAGC

TTCCAGGGGG

AAACGCCTGG

TATCTTTATA GTCCTGTCGG

GTTTCGCCAC

CTCTGACTTG AGCGTCGATT

TTTGTGATGC

TCGTCAGGGG GGCGGAGCCT

ATGGAAAAAC

CGGCCTTTTT
GTGAGCTGAT
CGTTGGCCGA
CACCCCAGGC
CAAGCGCGCA

ACGGTTCCTG
ACCGCTCGCC
TTCATTAATG
TTTACACTTT
ATTAACCCTC

PREIMERLNESESN S =

GCCTTTTGCT
GCAGCCGAAC
CAGCTGGCAC
ATGCTTCCGG
ACTAAAGGGA

GGCCTTTTGC
GACCGAGCGC
GACAGGTTTC
CTCGTATGTT
ACAAAAGCTG

TCACATGTTC
AGCGAGTCAG
CCGACTGGAA
GTGTGGAATT
GAGCTGCAAG

TTTCCTGCGT
TGAGCGAGGA
AGCGGGCAGT
GTGAGCGGAT
CTT

TATCCCCTGA
AGCGGAAGAG
GAGCGCAACG
AACAATTTCA

TTCTGTGGAT
CGCCCAATAC
CAATTAATGT
CACAGGAAAC

AACCGTATTA
GCAAACCGCC
GAGTTAGCTC
AGCTATGACC

GCCAGCAACG
CCGCCTTTGA
TCTCCCCGCG
ACTCATTAGG
ATGATTACGC

Bt fi

restriction enzyme cutting site

{3 & position

FE& (bp) fraaments

Xhol

2925

9953

Xmnl

621, 2259, 8056

1638, 5797, 2518

Ncol

3167, 5077, 6982

1910, 1905, 6138

Apall

4878, 7984, 9230

3106, 1246, 5601

AflII

294, 2339, 6591

2045, 4252, 3656

ApalLI+Xhol

2925, 4878, 7984, 9230

1953, 3106, 1246, 3648

ApalLIl+Ncol

3167, 4878, 5077, 6982, 7984, 9230

1711, 199, 1905, 1002, 1246, 3890

ApalLI+XmnlI

621, 2259, 4878, 7984, 8056, 9230

1638, 2619, 3106, 72, 1174, 1344

ApaLI+AflII

294, 2339, 4878, 6591, 7984, 9230

2045, 2539, 1713, 1393, 1246, 1017

Vector # VB200614-1085qzc
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restriction enzyme cutting site

penguin
position

penguin
fragments


