[bookmark: _GoBack]
	FGSC No.
	Mat
	Genotype
	Alleles
	Linkage Group

	WT; mat ‘A’
	A
	74-OR23-1VA
	74-OR23-1VA
	

	WT; mat ‘a’
	a
	ORS-SL6a
	ORS-SL6a
	

	sor-5; mat a’
	A
	sor-5
	14(r)
	V

	sor-6; mat ‘a’
	A
	sor-6
	6(r)
	IIIR

	sor-6; mat ‘a’
	a
	sor-6
	6(r)
	IIIR

	dgr(L1); mat ‘a’
	A
	dgr(L1)
	L1
	IL

	dgr(L1); mat ‘a’
	a
	dgr(L1)
	L1
	IL

	dgr(BEX5); mat ‘a’
	a
	dgr (BEX5)
	BEX5
	V

	dgr(BEX6); mat ‘a’
	a
	dgr (BEX6)
	BEX6
	IL
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Table S1: List of strains of Neurospora crassa used in the study.



	Sequence
	Locus
	Gene
	Source
	Reference

	TGATCTTACCGACTACCT
	V 5088136 to 5088153
V:5088220 to 5088237
	act_f
	
	This study

	CAGAGCTTCTCCTTGATG
	
	act_r
	
	

	CGCGAGACCGAGCAGACATAC
	I 3587308 to 3587328
I 3587411 to 3587435
	hsp30_f
	Miura et al., 2006
	This study

	GCAGTGTAGTTGCGCTCAACACGGC
	
	hsp30_r
	
	

	GCCGTCGGTATCGATCTTGGTAC
	II 82442 to 82464
II:82269 to 82288
	hsp70_f
	Perlman and Feldman, 1982
	This study

	GCTCGGTGTCGGTGAAAGCG
	
	hsp70_r
	
	

	CCATCCGCGATACCGGTATCGG
	V:4975194-4975215 
V:4975356-4975377
	hsp80_f
	Ouimet and Kapoor, 1999
	This study

	GGAGATATCGGCACCAGCGGTG
	
	hsp80_r
	
	

	CGATGTTGCTGGCCTGAAGGG
	I:9027909-9027929
I:9028076-9028095 
	os-1_f
	Ochiai et al., 2001
	This study

	AAGTCCCCGTCTGTTGCTGC
	
	os-1_r
	
	

	CCGATCTCCAGCCTGTTGGC
	IV:4950728-4950747
IV:4950560-4950572
	os-2_f
	Noguchi et al.,2007
	This study

	TGGCAAGACCGGTGTGCTG
	
	os-2_r
	
	

	AGAGGCCGAGGAGGTCAACC
	IV:5742584-5742603 IV:5741984-5743793
	uvs-2_f
	Tomita and Inoue, 1993
	This study

	GGTGGTTGGTCGACGTAATCCG
	
	uvs-2_r
	
	

	ACTGGTCGGATGATTTGC
	I:1135168-1135188 
I:1135353-1135370
	sod-1_fp
	Duan et al., 2020
	This study

	GCAGTATGAATATTTTGGTGC
	
	sod-1_rp
	
	

	TGTGCGCTTCTCTACCGTTC  
	III:5112535-5112554 
III:5112674-5112693
	cat-1 F
	Duan et al., 2020
	Duan et al., 2020

	TCGGGGAACTTGATGGCATC
	
	cat-1 R
	
	

	GCCGTCCTAGCCAGATTCTTAC
	III:3563805-3563826 
III:3563999-3564020
	cat-3 F
	Duan et al., 2020
	Duan et al., 2020

	ACTCCTCATCATCGCCATCAAC
	
	cat-3 R
	
	

	TGCCAACCAGACATACGATC
	VI:2566092-2566111
VI:2566208-2566227 
	cpc-1 F
	Duan et al., 2020
	Duan et al., 2020

	AGTCAAAGCCGTAAGAGCAG
	
	cpc-1 R
	
	

	GTCCATATCACCTAGCCGG
	III:3260733-3260751
III:3260903-3260922
	mus-21_fp
	
Wakabayashi et al. 2012
	This study

	GGATCCTGCGACATAAGCTT
	
	mus-21_rp
	
	

	GATGCAGCTGTTCGAATCC
	I:7789611-7789629
I:7789437-7789457
	mus-9_fp
	Wakabayashi et al. 2012
	This study

	GGAACTTGGGAAAAAGAAGTC
	
	mus-9_rp
	
	

	GAGGTCCACCAGTACAAGAT
	IV:52969-52988
IV:53146-53165
	uvs-3_fp
	Kazama et al. 2008
	This study

	TTTTGATGGAAAGCAGAATC
	
	uvs-3_rp
	
	

	TGACCTCCAAGTCAAACCC
	V:5607646-5607664
V:5607810-5607830
	mrc1_fp
	Wakabayashi et al. 2008, 2012
	This study

	GGTGCTTGGAGAGGTGTTGTT
	
	mrc1_rp
	
	



Table S2: Primers used in the study to analyze the transcriptional regulation associated with various signaling and stress response pathways.



	Strains
	Time (h)
	Angle between node
(Degree)
	Node length
(Arbitrary Unit)
	Node Numbers

	
	
	
	
	

	WT; mat ‘A’
	5
	54.0067
	260.1568
	21

	WT; mat ‘a’
	5
	54.76636
	263.0323
	19

	sor-5; mat a’
	5
	43.81325
	104.1580
	16

	sor-6; mat ‘a’
	5
	40.30211
	275.423
	25

	sor-6; mat ‘a’
	5
	41.66819
	271.1983
	28

	dgr(l1); mat ‘a’
	5
	75.22735
	229.6754
	15

	dgr(l1); mat ‘a’
	5
	81.84011
	115.5458
	13

	dgr(bex5); mat ‘a’
	5
	49.99160
	56.6125
	21

	dgr(bex6); mat ‘a’
	5
	52.15533
	59.7789
	15



Table S3: Pattern and frequency of lateral branching in strains of Neurospora crassa
