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Figure S1.  Predicted secondary structures of L. intestinalis tRNAs lacking DHU arms. The tRNAs are labeled with the standard amino acid abbreviations and their positions in the mitochondrial genome.
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[image: ]Figure S2. Motifs located in the non-coding region 2 (NCR2) of L. intestinalis. Tandem repeat motifs are represented by red and sky blue boxes, while other variable motifs are highlighted in different colors.
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