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Figure S1 Identification of RA-FLS by surface markers detection.
[bookmark: OLE_LINK21]The surface markers (CD90 and CD68) of RA-FLS at passages 3 were detected by Flow cytometry. RA-FLS were identified by positive staining for CD90 and CD68 negative staining, compared with isotype control respectively. Data were representative as means ± SD from 6 RA patients.
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Figure S2 Effects of ART on cell viability, proliferation and cytokines secretion of RA-FLS.
[bookmark: OLE_LINK59][bookmark: OLE_LINK55][bookmark: OLE_LINK56]Primary RA-FLS were treated with ART, MTX and HCQ for 24 hours. (A) The IC50 of ART was measured by CCK-8 assay. Cell viability were measured by CCK-8 assay at 6, 12, 24, 36, 48 and 72 hours. (B) EdU assays were performed to evaluate proliferation of RA-FLS. Representative images showed proliferation of RA-FLS labeled with EdU (green) and nuclei stained with DAPI (blue, original magnification, ×100). (C) Cell-cycle was detected by flow cytometry with PI staining. (D) Apoptosis was detected by flow cytometry with annexin V-FITC/PI double staining. (E) With TNF-α 100 pg/mL stimulation, primary RA-FLS were treated with ART, MTX or HCQ, the levels of IL-1β, IL-6 and IL-8 in culture supernatants were measured by ELISA. Data were representative as means ± SD from 6 RA patients. *P<0.05, **P<0.01, ***P<0.001. ART: artemether, MTX: methotrexate, HCQ: hydroxychloroquine.
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Figure S3 Effects of ART on mTOR pathway in RA-FLS.
Primary RA-FLS were treated with ART, MTX or HCQ for 24 hours. The expression of total protein or nucleoprotein of PI3K, p-PI3K, Akt, p-Akt, AMPK-α, p-AMPK-α, p38-MAPK, p-p38 MAPK, NF-κB p65 and NF-κB p-p65 were measured by western blot. Relative protein expression was normalized by GAPDH or Fibrillarin. Each bar represents mean ± SD from 6 RA patients. **P<0.01, compared with untreated (RA-FLS treated with DMSO). ART: artemether, MTX: methotrexate, HCQ: hydroxychloroquine.

[bookmark: _Hlk46065699]Table 1 Lists of the primer sequences used for qPCR
	Name
	Sense primer (5’-3’)
	Antisense primer (5’-3’)

	CDC42
	CCATCGGAATATGTACCGACTG
	CTCAGCGGTCGTAATCTGTCA

	Rac1
	ATGTCCGTGCAAAGTGGTATC
	GGTAGACAGGGTACACGTCC

	RhoA
	GGAAAGCAGGTAGAGTTGGCT
	GGCTGTCGATGGAAAAACACAT

	Profilin 1
	GGAACGCCTACATCGACAAC
	AGTGTCAGCCCATTCACGTA

	Cofilin
	TCCCATGCTGCCAACTTCTA
	CCTTACTGGTCCTGCTTCCA

	mTOR
	CCTGCCTTTGTCATGCCTTT
	CTGGGTTTGGATCAGGGTCT

	Raptor
	TTCATTCTCGCCGTGATCGT
	CTCCAGGCAGATGGCAATGA

	Rictor
	TTTACACTGCTTGCCAACCC
	ACTGATCCCGTTTCTGGTGT

	GβL
	ACGGCGTCAACAAGAACATC
	GCAGTTAATGGGTGCGTTCA

	4E-BP1
	GTTGTTTGCCTGTGTGCCTA
	CTTTCTCTTTGGTGGGTGGC

	p70S6K
	GGGTTCTGGCCGATTTTAGC
	ACAGGACCAACGAGATTCCA

	GAPDH
	TGGCACCCAGCACAATGAA
	CTAAGTCATAGTCCGCCTAGAAGCA
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