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nssaciation analysis in over 329,000 incviduals denties umina [18485882)
o|17:a4118848) 17] 0212018 1811212017 | Nat Genet Neuroticism 1.31 [intergenic MAPKBIPIPL 26977 2752708 o e varant 1 2269897
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| 30512022 3.a6+07|sminsm | 10/0a72021 | Nat Newrosel 1388n| 11,086 Br| 1721.31 MAPKBIP1P1, MAPKEIP1P1 Na r273ma6|2730m1a 0] 2732714 | non cotine wanscror exon o o10s|s.00e13] 1230100 10.066.0.1
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[Assoctation anaysis i over 329,000 ndividuals denties tumina 18485882)
| 0212018 Newroticism 31 |inergenic RPS26Ps 2033| o377 somresoren |soeesors gene varant 1| 077211 |1.008- 2
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