Gene symbol Survival outcome Basal Luminal A Luminal B HER2+

HR (95% CI)  p- value HR_(95% CI)  p- value HR (95% CI)  p- value HR_(95% CI)  p- value
THBS1 0S 1. 240 0.270 1. 350 0.061 1. 140 0. 450 1.310 0. 350
RFS 1. 430 1. 70E-03 1.130 0. 130 1. 160 0.093 0. 940 0. 730
DMFS 1.110 0. 500 1.190 0. 190 0.980 0.890 1.120 0. 650
PPS 0. 940 0. 820 1. 580 0.012 1.210 0. 380 1.470 0.310
THBS2 0S 0. 370 0.110 0. 820 0. 230 1. 650 5. 10E-03 0. 990 0. 960
RFS 1. 220 0. 082 1. 060 0.470 1. 300 0. 004 0.670 5. 10E-03
DMFS 1.170 0.320 0.990 0. 940 1. 100 0.500 2.390 8. 50E-04
PPS 0. 860 0. 590 0. 940 0. 740 1. 580 0.034 0. 640 0. 250
THBS3 0S 1.070 0.720 0. 980 0. 920 0.780 0. 160 1.470 0. 180
RFS 1. 060 0. 580 0. 780 2. 60E-03 0.810 0.017 1. 150 0. 450
DMFS 1.190 0.290 1.130 0. 350 1. 020 0.910 2.930 4. 30E-05
PPS 0.670 0. 150 1.330 0. 120 0. 900 0. 620 1. 600 0. 220
THBS4 0S 1.780 3. 80E-03 0. 540 1. 90E-04 0.970 0. 840 1. 050 0. 880
RFS 1.010 0.910 0. 740 2. 30E-04 0. 860 0. 100 1.110 0. 560
DMFS 1. 450 0. 020 0. 880 0. 340 1.000 0. 990 1. 060 0. 830
PPS 0. 860 0. 580 0. 680 0. 031 0. 280 0. 250 1.130 0. 740
THBS5 0S 1. 280 0.210 0. 850 0.310 1. 220 27.000 1.110 0.710
RFS 1. 030 0.810 0. 890 0. 150 1. 130 0.170 1. 520 0.021
DMFS 1. 200 0. 250 1.080 0.570 1.070 0. 650 1.590 0. 068
PPS 0.880 0. 660 1.070 0.710 1.120 0.590 0. 490 0. 057




