
>gURgTUR_CAMV35S_1500upstream_of_HYGstart_pGZ14.1021
AGACTTGGGGTTTACACTGCCAAGGACTACGCTGATATTCTGGAGTTCCTGGTGGAGAGATGGAAGGTGAAGGAGCTGAC
TGGACTTTCAGCGGATGGGCGTAAAGCTCAAGATTATGTGTGTGGACTTCCTCCAAGAATCAGAAGGCTAGAGGAGAGGG
CTCAAGGGAGGGCCAAGCAAGCACCCAGTATTCCGTTCAGTTGGATTTTTGATAGAGAAGTGAAGCTCTAGTCTAGAATT
GGCATGCAAGCTCGAGTTTCTCCATAATAATGTGTGAGTAGTTCCCAGATAAGGGAATTAGGGTTCCTATAGGGTTTCGC
TCATGTGTTGAGCATATAAGAAACCCTTAGTATGTATTTGTATTTGTAAAATACTTCTATCAATAAAATTTCTAATTCCT
AAAACCAAAATCCAGTACTAAAATCCAGATCCCCCGAATTCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTA
TCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCA
CATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGAATCGGCCAACGC
GCGGGGAGAGGCGGTTTGCGTATTGGCTAGAGCAGCTTGCCAACATGGTGGAGCACGACACTCTCGTCTACTCCAAGAAT
ATCAAAGATACAGTCTCAGAAGACCAAAGGGCTATTGAGACTTTTCAACAAAGGGTAATATCGGGAAACCTCCTCGGATT
CCATTGCCCAGCTATCTGTCACTTCATCAAAAGGACAGTAGAAAAGGAAGGTGGCACCTACAAATGCCATCATTGCGATA
AAGGAAAGGCTATCGTTCAAGATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCCCACCCACGAGGAGCATCGTGGAA
AAAGAAGACGTTCCAACCACGTCTTCAAAGCAAGTGGATTGATGTGATAACATGGTGGAGCACGACACTCTCGTCTACTC
CAAGAATATCAAAGATACAGTCTCAGAAGACCAAAGGGCTATTGAGACTTTTCAACAAAGGGTAATATCGGGAAACCTCC
TCGGATTCCATTGCCCAGCTATCTGTCACTTCATCAAAAGGACAGTAGAAAAGGAAGGTGGCACCTACAAATGCCATCAT
TGCGATAAAGGAAAGGCTATCGTTCAAGATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCCCACCCACGAGGAGCAT
CGTGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAGCAAGTGGATTGATGTGATATCTCCACTGACGTAAGGGATGACG
CACAATCCCACTATCCTTCGCAAGACCTTCCTCTATATAAGGAAGTTCATTTCATTTGGAGAGGACACGCTGAAATCACC
AGTCTCTCTCTACAAATCTATCTCTCTCGAGCTTTCGCAGATCCCGGGGGGCAATGAGAT

>gTUR_CAMV35S_500BPupstream_of_HYGstart_pGZ14.1021
GATGTGATAACATGGTGGAGCACGACACTCTCGTCTACTCCAAGAATATCAAAGATACAGTCTCAGAAGACCAAAGGGCT
ATTGAGACTTTTCAACAAAGGGTAATATCGGGAAACCTCCTCGGATTCCATTGCCCAGCTATCTGTCACTTCATCAAAAG
GACAGTAGAAAAGGAAGGTGGCACCTACAAATGCCATCATTGCGATAAAGGAAAGGCTATCGTTCAAGATGCCTCTGCCG
ACAGTGGTCCCAAAGATGGACCCCCACCCACGAGGAGCATCGTGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAGCAA
GTGGATTGATGTGATATCTCCACTGACGTAAGGGATGACGCACAATCCCACTATCCTTCGCAAGACCTTCCTCTATATAA
GGAAGTTCATTTCATTTGGAGAGGACACGCTGAAATCACCAGTCTCTCTCTACAAATCTATCTCTCTCGAGCTTTCGCAG
ATCCCGGGGGGCAATGAGAT

>gUR_CAMV35S_1000BPupstream_of_HYGstart_pGZ14.1021
AGACTTGGGGTTTACACTGCCAAGGACTACGCTGATATTCTGGAGTTCCTGGTGGAGAGATGGAAGGTGAAGGAGCTGAC
TGGACTTTCAGCGGATGGGCGTAAAGCTCAAGATTATGTGTGTGGACTTCCTCCAAGAATCAGAAGGCTAGAGGAGAGGG
CTCAAGGGAGGGCCAAGCAAGCACCCAGTATTCCGTTCAGTTGGATTTTTGATAGAGAAGTGAAGCTCTAGTCTAGAATT
GGCATGCAAGCTCGAGTTTCTCCATAATAATGTGTGAGTAGTTCCCAGATAAGGGAATTAGGGTTCCTATAGGGTTTCGC
TCATGTGTTGAGCATATAAGAAACCCTTAGTATGTATTTGTATTTGTAAAATACTTCTATCAATAAAATTTCTAATTCCT
AAAACCAAAATCCAGTACTAAAATCCAGATCCCCCGAATTCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTA
TCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCA
CATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGAATCGGCCAACGC
GCGGGGAGAGGCGGTTTGCGTATTGGCTAGAGCAGCTTGCCAACATGGTGGAGCACGACACTCTCGTCTACTCCAAGAAT
ATCAAAGATACAGTCTCAGAAGACCAAAGGGCTATTGAGACTTTTCAACAAAGGGTAATATCGGGAAACCTCCTCGGATT
CCATTGCCCAGCTATCTGTCACTTCATCAAAAGGACAGTAGAAAAGGAAGGTGGCACCTACAAATGCCATCATTGCGATA
AAGGAAAGGCTATCGTTCAAGATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCCCACCCACGAGGAGCATCGTGGAA
AAAGAAGACGTTCCAACCACGTCTTCAAAGCAAGTGGATT

>gURgTUR_AthalianaTARI10_ACT1-AT2G37620_1500BP
AGTTGAATGTAAGAAAGTTTTTTGGTGTAAATGTTAAGAAATGAATGTAAGAAAGTTTTCTTCCCTATTCATTTTTTTGT
CTTAACTTTGGTGATTTCATGATATTTATTTCATTTAAGAATAGGAAATCGCTTGTGAAATTGGAAGCAAATTAAGAAAA
TACATGATAGAGCTTTTAAAAGTGTGGATGACCTTTCAATACATATTTGCTTGGAGGCGATGGTGAAAAACTGAAAATGA
CATCAGATACACGCTTGTGAACCATCTTTAAAGTATTGATGGACTCTTCACTATGAAAGCTCTCTTTAAAATTAATTTTC
TTTGTACATGTCTCTAAGCAATGTCAAATTAATTAGAGGTCCAAATTCAAAAAAATGTCGTATTGAATCATTCCATTACT
AAATTGGTTCAATGTCAGATTTAAACAGCCTAGGGATAATTTAGTGAGATATGAGATTCTACTTTCAACATATACTAATC
CTAAATCTCTAGCAACTTTTTATATAAGCTATAAATATCATGAAAATGTATTTTAATCGTTTCATAATTTATGCAGTCAC
ACTAATGGAAAAAAGGCCAATTATTATTATTTTCTTCAGACTATAAATGAAAACATAAATTAAAATGCAGATTAGTTTAA
AATTTTAATAAGTAAGTAAAATGCTTATAGCCTTATACAAAATCATATTTGGAAGTTTCTAACATTGTTGCAATTTGTTA
TCACAAATCACAGTAATATTTGTATACTAATTAGTAATTACAACTATACACAAATTTAAATGGGTAATCATATATTTGTG
TCCAGTGGATTGAACAAATATGCTCGGCCCATGCGGAAGTAATGCCAATTTTGGGTGAGTAAAGCCCATGCGAAATTTTC
ACATAAGAAATGCATGCTTTTTGTTTTCAACGACATGAGTTGCATGCTTTTTATCATTGCTTATATAGTTGCAAGTTTGC
AACTCCTTGATATTTTTTTTATGTAGACACTACTACCACCAAAAACTTTTGGTCTGCTTATTCTTGTTTACTATGTAAAA
AAAATAAATGAATTGTTTATTTACTCCGATTTGATGGAGTCTGGTTTATGAGGTTTTATAGCCTTTACAGAAAATTGATA
GTTACAAAAATATTTTTCAAAAATAAAAGGGTAAAACCGTCATTTCAAGTTGTTATTGTTTTGGGGGACTGGATTTGAAA
TGAAATATAGAACCGGAAAACAAGGTGAGCCGAAGTCGAAGCCTTTGGACCCGTTTTTATATTTACTCCTCCCATTCCCT
TCTCCTTCAATCCTTCCTTCCTCCTCCTCCCTTCTTCTTCTTCCCCTCTTTCATTTTCCAGCCACTACAAACTTTTCTAT



CTCTACTTTTTTTCCTCTCGATTTCAGGTACTTTTTGAGACCCTTTGTTGTGATTTTCGAACACACACCCCAATTACGTT
TGATTTTTGATCCCGCATCGATTTCAATTCATCCGTTTCTGAGTTTCTTTTGGATCTGGG

>gUR_AthalianaTARI10_ACT1-AT2G37620_Promoter1000BP
AGTTGAATGTAAGAAAGTTTTTTGGTGTAAATGTTAAGAAATGAATGTAAGAAAGTTTTCTTCCCTATTCATTTTTTTGT
CTTAACTTTGGTGATTTCATGATATTTATTTCATTTAAGAATAGGAAATCGCTTGTGAAATTGGAAGCAAATTAAGAAAA
TACATGATAGAGCTTTTAAAAGTGTGGATGACCTTTCAATACATATTTGCTTGGAGGCGATGGTGAAAAACTGAAAATGA
CATCAGATACACGCTTGTGAACCATCTTTAAAGTATTGATGGACTCTTCACTATGAAAGCTCTCTTTAAAATTAATTTTC
TTTGTACATGTCTCTAAGCAATGTCAAATTAATTAGAGGTCCAAATTCAAAAAAATGTCGTATTGAATCATTCCATTACT
AAATTGGTTCAATGTCAGATTTAAACAGCCTAGGGATAATTTAGTGAGATATGAGATTCTACTTTCAACATATACTAATC
CTAAATCTCTAGCAACTTTTTATATAAGCTATAAATATCATGAAAATGTATTTTAATCGTTTCATAATTTATGCAGTCAC
ACTAATGGAAAAAAGGCCAATTATTATTATTTTCTTCAGACTATAAATGAAAACATAAATTAAAATGCAGATTAGTTTAA
AATTTTAATAAGTAAGTAAAATGCTTATAGCCTTATACAAAATCATATTTGGAAGTTTCTAACATTGTTGCAATTTGTTA
TCACAAATCACAGTAATATTTGTATACTAATTAGTAATTACAACTATACACAAATTTAAATGGGTAATCATATATTTGTG
TCCAGTGGATTGAACAAATATGCTCGGCCCATGCGGAAGTAATGCCAATTTTGGGTGAGTAAAGCCCATGCGAAATTTTC
ACATAAGAAATGCATGCTTTTTGTTTTCAACGACATGAGTTGCATGCTTTTTATCATTGCTTATATAGTTGCAAGTTTGC
AACTCCTTGATATTTTTTTTATGTAGACACTACTACCACC

>gTUR_AthalianaTARI10_ACT1-AT2G37620_5UTR500BP
AAAAACTTTTGGTCTGCTTATTCTTGTTTACTATGTAAAAAAAATAAATGAATTGTTTATTTACTCCGATTTGATGGAGT
CTGGTTTATGAGGTTTTATAGCCTTTACAGAAAATTGATAGTTACAAAAATATTTTTCAAAAATAAAAGGGTAAAACCGT
CATTTCAAGTTGTTATTGTTTTGGGGGACTGGATTTGAAATGAAATATAGAACCGGAAAACAAGGTGAGCCGAAGTCGAA
GCCTTTGGACCCGTTTTTATATTTACTCCTCCCATTCCCTTCTCCTTCAATCCTTCCTTCCTCCTCCTCCCTTCTTCTTC
TTCCCCTCTTTCATTTTCCAGCCACTACAAACTTTTCTATCTCTACTTTTTTTCCTCTCGATTTCAGGTACTTTTTGAGA
CCCTTTGTTGTGATTTTCGAACACACACCCCAATTACGTTTGATTTTTGATCCCGCATCGATTTCAATTCATCCGTTTCT
GAGTTTCTTTTGGATCTGGG

>gURgTUR_Osativa_OsACT1_KP100426-PIG2_1500BP
CCCCCGTTGCAGCGCATGGGTATTTTTTCTAGTAAAAATAAAAGATAAACTTA
GACTCAAAACATTTACAAAAACAACCCCTAAAGTTCCTAAAGCCCAAAGTGCTATCCACG
ATCCATAGCAAGCCCAGCCCAACCCAACCCAACCCAACCCACCCCAGTCCAGCCAACTGG
ACAATAGTCTCCACACCCCCCCACTATCACCGTGAGTTGTCCGCACGCACCGCACGTCTC
GCAGCCAAAAAAAAAAAAAGAAAGAAAAAAAAGAAAAAGAAAAAACAGCAGGTGGGTCCG
GGTCGTGGGGGCCGGAAACGCGAGGAGGATCGCGAGCCAGCGACGAGGCCGGCCCTCCCT
CCGCTTCCAAAGAAACGCCCCCCATCGCCACTATATACATACCCCCCCCTCTCCTCCCAT
CCCCCCAACCCTACCACCACCACCACCACCACCTCCACCTCCTCCCCCCTCGCTGCCGGA
CGACGAGCTCCTCCCCCCTCCCCCTCCGCCGCCGCCGCGCCGGTAACCACCCCGCCCCTC
TCCTCTTTCTTTCTCCGTTTTTTTTTTCCGTCTCGGTCTCGATCTTTGGCCTTGGTAGTT
TGGGTGGGCGAGAGGCGGCTTCGTGCGCGCCCAGATCGGTGCGCGGGAGGGGCGGGATCT
CGCGGCTGGGGCTCTCGCCGGCGTGGATCCGGCCCGGATCTCGCGGGGAATGGGGCTCTC
GGATGTAGATCTGCGATCCGCCGTTGTTGGGGGAGATGATGGGGGGTTTAAAATTTCCGC
CATGCTAAACAAGATCAGGAAGAGGGGAAAAGGGCACTATGGTTTATATTTTTATATATT
TCTGCTGCTTCGTCAGGCTTAGATGTGCTAGATCTTTCTTTCTTCTTTTTGTGGGTAGAA
TTTGAATCCCTCAGCATTGTTCATCGGTAGTTTTTCTTTTCATGATTTGTGACAAATGCA
GCCTCGTGCGGAGCTTTTTTGTAGGTAGAAGGCCCTCCCTCCGCTTCCAAAGAAACGCCCCCCATCGCCACTATATACAT
ACCCCCCCTCTCCTCCCATCCCCCAACCCTACCACCACCACCACCACCACCTCCACCTCCTCCCCCCTCGCTGCCGGACG
ACGAGCTCCTCCCCCCTCCCCCTCCGCCGCCGCCGCGCCGGTAACCACCCCGCCCCTCTCCTCTTTCTTTCTCCGTTTTT
TTTTTCCGTCTCGGTCTCGATCTTTGGCCTTGGTAGTTTGGGTGGGCGAGAGGCGGCTTCGTGCGCGCCCAGATCGGTGC
GCGGGAGGGGCGGGATCTCGCGGCTGGGGCTCTCGCCGGCGTGGATCCGGCCCGGATCTCGCGGGGAATGGGGCTCTCGG
ATGTAGATCTGCGATCCGCCGTTGTTGGGGGAGATGATGGGGGGTTTAAAATTTCCGCCATGCTAAACAAGATCAGGAAG
AGGGGAAAAGGGCACTATGGTTTATATTTTTATATATTTCTGCTGCTTCGT

>gUR_Osativa_OsACT1_KP100426-PIG2_Promoter1000BP
CCCCCGTTGCAGCGCATGGGTATTTTTTCTAGTAAAAATAAAAGATAAACTTA
GACTCAAAACATTTACAAAAACAACCCCTAAAGTTCCTAAAGCCCAAAGTGCTATCCACG
ATCCATAGCAAGCCCAGCCCAACCCAACCCAACCCAACCCACCCCAGTCCAGCCAACTGG
ACAATAGTCTCCACACCCCCCCACTATCACCGTGAGTTGTCCGCACGCACCGCACGTCTC
GCAGCCAAAAAAAAAAAAAGAAAGAAAAAAAAGAAAAAGAAAAAACAGCAGGTGGGTCCG
GGTCGTGGGGGCCGGAAACGCGAGGAGGATCGCGAGCCAGCGACGAGGCCGGCCCTCCCT
CCGCTTCCAAAGAAACGCCCCCCATCGCCACTATATACATACCCCCCCCTCTCCTCCCAT
CCCCCCAACCCTACCACCACCACCACCACCACCTCCACCTCCTCCCCCCTCGCTGCCGGA
CGACGAGCTCCTCCCCCCTCCCCCTCCGCCGCCGCCGCGCCGGTAACCACCCCGCCCCTC
TCCTCTTTCTTTCTCCGTTTTTTTTTTCCGTCTCGGTCTCGATCTTTGGCCTTGGTAGTT
TGGGTGGGCGAGAGGCGGCTTCGTGCGCGCCCAGATCGGTGCGCGGGAGGGGCGGGATCT



CGCGGCTGGGGCTCTCGCCGGCGTGGATCCGGCCCGGATCTCGCGGGGAATGGGGCTCTC
GGATGTAGATCTGCGATCCGCCGTTGTTGGGGGAGATGATGGGGGGTTTAAAATTTCCGC
CATGCTAAACAAGATCAGGAAGAGGGGAAAAGGGCACTATGGTTTATATTTTTATATATT
TCTGCTGCTTCGTCAGGCTTAGATGTGCTAGATCTTTCTTTCTTCTTTTTGTGGGTAGAA
TTTGAATCCCTCAGCATTGTTCATCGGTAGTTTTTCTTTTCATGATTTGTGACAAATGCA
GCCTCGTGCGGAGCTTTTTTGTAGGTAGAAG

>gTUR_Osativa_OsACT1_KP100426-PIG2_5UTR500BP
GCCCTCCCTCCGCTTCCAAAGAAACGCCCCCCATCGCCACTATATACATACCCCCCCTCTCCTCCCATCCCCCAACCCTA
CCACCACCACCACCACCACCTCCACCTCCTCCCCCCTCGCTGCCGGACGACGAGCTCCTCCCCCCTCCCCCTCCGCCGCC
GCCGCGCCGGTAACCACCCCGCCCCTCTCCTCTTTCTTTCTCCGTTTTTTTTTTCCGTCTCGGTCTCGATCTTTGGCCTT
GGTAGTTTGGGTGGGCGAGAGGCGGCTTCGTGCGCGCCCAGATCGGTGCGCGGGAGGGGCGGGATCTCGCGGCTGGGGCT
CTCGCCGGCGTGGATCCGGCCCGGATCTCGCGGGGAATGGGGCTCTCGGATGTAGATCTGCGATCCGCCGTTGTTGGGGG
AGATGATGGGGGGTTTAAAATTTCCGCCATGCTAAACAAGATCAGGAAGAGGGGAAAAGGGCACTATGGTTTATATTTTT
ATATATTTCTGCTGCTTCGT

>gTUR_Ppatens_PpACT1_Physcomitrium-patens-v6.1_5UTR500BP
AAAAATAAACACAAAATACAATTTCTTCAGAAAAAAAAAAAAAAACCATCGTCAATAATGACAGTCAACAAAGTCAGCAT
GCATGACGAGCTCATTGTATTTCCTCCAAAAAAAAAAAAAAAAAAAAAAGAAGAAAAAGTGGGCACTCAGTTAAATCAGA
GAATGCCACATGGTGATAGGAGAAGAGCCGGTCATAGGTGATACGTGGTCATGGGATCATCGTTTCCATGCGCGGAAATA
GATCGAACCCCTCTCAGTGTCTGACGGGTCAACACGGGTGATCGGGTGGACCCACCCTGACCAGCCCAACAAAACGCAGG
GAGGAAGAGGTGGCAAGTAAGTAAGTCCCACGTGGATTCGAGACAAAACGTTGTACGAATAATATACGAAGTGAGAAAAA
ACCACAGAGCGGGTGGCAGTCACGAAGTCGCAGACACAAACCGGGTCTGCTTGACACGGCGACCCGTTCCCTGTTCTGCC
GCCCGTTCCGTCGCCATCTT


