Supplemental Figure 1. Comparison of SNP x DEPR effects at novel and known loci identified in dDEPR analyses between dDEPR and qDEPR models
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Supplemental Figure 2. Comparison of SNP x DEPR effects at novel and known loci identified in qDEPR analyses between dDEPR and qDEPR models
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Supplemental Figure 3. Number of SNPs in dDEPR (D) and qDEPR (Q) analyses across three BP traits in population-specific and cross-population meta-analyses (CPMA)
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Supplemental Figure 4. Enrichment of the prioritized genes mapped to novel and known BP loci in differentially expressed genes (DEG) sets from GTEx v8 54 tissue types
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Supplemental Figure 5. Manhattan and QQ plots for the 2df joint and 1df interaction P-values in cross-population dDEPR analyses. (Green: known, Blue: novel)
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Supplemental Figure 6. Manhattan and QQ plots for the 2df joint and 1df interaction P-values in EUR-specific dDEPR analyses. (Green: known, Blue: novel)
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Supplemental Figure 7. Manhattan and QQ plots for the 2df joint and 1df interaction P-values in AFR-specific dDEPR analyses. (Green: known, Blue: novel)
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Supplemental Figure 8. Manhattan and QQ plots for the 2df joint and 1df interaction P-values in ASN-specific dDEPR analyses. (Green: known, Blue: novel)
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Supplemental Figure 9. Manhattan and QQ plots for the 2df joint and 1df interaction P-values in HIS-specific dDEPR analyses. (Green: known, Blue: novel)
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Supplemental Figure 10. Manhattan and QQ plots for the 2df joint and 1df interaction P-values in cross-population qDEPR analyses. (Green: known, Blue: novel)
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Supplemental Figure 11. Manhattan and QQ plots for the 2df joint and 1df interaction P-values in EUR-specific qDEPR analyses. (Green: known, Blue: novel)
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Supplemental Figure 12. Manhattan and QQ plots for the 2df joint and 1df interaction P-values in AFR –specific qDEPR analyses. (Green: known, Blue: novel)
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Supplemental Figure 13. Manhattan and QQ plots for the 2df joint and 1df interaction P-values in ASN-specific qDEPR analyses. (Green: known, Blue: novel)
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Supplemental Figure 14. Manhattan and QQ plots for the 2df joint and 1df interaction P-values in HIS-specific qDEPR analyses. (Green: known, Blue: novel)
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