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TraesC57A02G211500.1 VSNRESARRSRVRKQK
TraesC55D02G258000.1  VENRESARRSRMRKQR
TraesC54A02G120500.1  TSNRLSAQRSRIKRQQ
TraesC53802G404200.1 IKNRESARRSRARKQA
TraesC54002G185500.1 TSNRLSAQRSRVERQQ
TraesCSSBOIGATOR00.L  QSNRESARRSRLEKGO
TraesCS56B02G182500. VSNRESARRSRERKQA
Taesconorciiseoe]  venne

TraesCS7D02G213200.1 QK
TraesC5SD02G100700.1  LENRESARESELEEQQ
TraesCSSA02G0BE300.1  LENRESARESELREEQQ
TraesCS4B02G184500.1 TSENRLSAQRSRMKRQQ
TraesCS1A02G409800.2 QSNRESARRSRLREQA
TraesCS5A02G4608002  QSNRESARRSRLRKOQ
TraesC52A02G2457002  QSNRESARRSELEKQQ
TraesCS5D02G068B00.1  LSNRESARRSRKRKQA
TraesC55A02G057500.2 LSNRESARRSREREQA

QLRMLGQ #ITGVEMD

QLRLLGQ #IEGVFPMD
PEVVTTL %SIQVEAP
MVARGAM SEGLGHL-—
VDAGDAE cVAVGED
VDAGDAE wasE
VLRVVEE FEGVAMD--
VLRVVEE F VAMD-=
QLRQLGE #LAGVPMD
#PTSAEMP LDKSAVA APSSSER
ATFERG #PBVVTTL SIQVEAF
RAPKVQQ HDDEGEL
AVRRVTG AELMFST—

AVRRVTG LMFST -

KYKEASL

TraesCS5B02G059200.1  LSNRESARRSREREQA KYKEAFL AVRRVTG ARLMFST --
TraesC51802G439800.1 QSNRESARRSRLREQA SEPEKLQPT LDKSAAA ARAASSSP
TraesC52802G260600.2  (SHRESARRSRLEKDQ afe oMl #AAPKVQQ HDDEGEL
TraesCS1D02GA17100.1  QSNRESARRSRLRKQA sgE kLT 1 KGTAA¥PTSAEMP LDKTAVA AFSSSPR
TraesCS2D02G236200.3  QSNRESARRSRLRKQQ il c BN = PN #Q@PRAVT TTLGMSI AARPKVQH HDDEGKL
TrnsCSSAUZGDBMDOZ LSNRESARRSRLREQA YEELLS #ELGETGG GDSVPDM NERGDTHN GGSHHEKE
TraesCSAA QSHRESARRSRLRKOA DNLTS LEALES #fKPNCGNL

Traescumzezsnzm 2 QSNRESARRSRLRKQR DRLTS LEALPS #fgK PHNGHL

TraesCS4B02G229100.1  QSNRESARRSRLRKQA pRLTS LEaLps#EKeNcHL

TraesCS6B02G1101001  AQNRERARKSRLRKKS [YEELLS * LGESGG GGGSDAV PDMNERG DTNGGSH
TraesC5U02G013200.1 LSNRESARRSRLRKQA YEELLS #[LGETGG GGDAVPD MNERGDT MNGGSHOK
TraesCS5B02G094300.1  LSNRESARRSRLRKQQ QFVRVDQ ARELGD BILRSVNQ VLRVV E FSGVAMD--

TraesCS7AC 1 LANRQ Y1 Evaovior TTLSA QLTMMOR gag
TraesC57002G269300.1 LANRQSAARSKERKMR Y1 vovLeT TTLSA QLTMMQR QAQ
TraesCS5A02G30B400.1  LNNRLSAAKSKERKAK ¥ 1 PvavLoG MHLSA QVEKMVEK aag
TraesCS5602G308800.1 LNNRLSARKSKERKAK Y1 IVOvVLQG MNLSA QVEMIBK QAR
TraesCS5002G315400.1  LNNRLSAAKSKEREAK ¥ 1 vOvVLOG MNLSA QVEMIEE angQ
TraesC52002G105400.1 LANRQSAARSKERKAR Y1 qVHTLOT ATTLSA QLTLFOQOR QAQ
TraesCS2A02G105700.1  LANRQSAARSKEREAR Y1 qvurTLor QIATTLSA QLTLFQR QAQ
TraesC54B02G113400.1  LANRQSAARSKERKIE YT BfvoTLOT BEATTLSA QLTLLQR QAK
TraesC54B02G163600.1  LANRQSRARSKERKAR YT iqvorLor PIATTLSA QLTLLOR QAKL
Tra!sBaDlRG!lE!QG 1 LANRQSAARSKEREMR YI IVOILQT ATT QINLLQR QAQ
TraesC51802G19: LANRQSAARSKERRMR ¥ I ESVOILQT ATT QLTHLQR aveg
Trusmsauzsu-uuu 1 LANRQSAARSKERKIK ¥ T qvoTLOT PHATT QLTLLOR QAK
TraesC55A02G491600.1 LANRQSAARSKEREMR Y1 VeILQT ATT QINLLQR QAQ
Traescslauzslssuuu.l LANRQSRARSKERRMRE ¥ I vo1LoT BATT QLTHLQER QaQ
TraesC52A02G352100. MANRQSARRSKEREMR Y I VOCLOT BIATT QLSLLQE QVE
Trae;csmnmlgmnnl LANROSAARSKERRMR ¥ I QvorLor PIATT QLTHLQR aAQL
TraesC LANRQSA. Y1 @vorrer RaTT QINLLQR QAQ
Tuucsaoozcunsom IANRQ“MR“KFRKIK XT qvorror BEATT QLTLLQR QAK
TuquADﬂZGUUM 2 LANRQSAAI YM MVQTLQT dATT QLTLFQR QAQ
LANRQ':MR';KFRKIK YT qVoTLOT PATT QLTLLQR QAK
LANRQSAARSKERKIK  YTG MuorLor BATT QLTLLQR oAk LA
LANRQSAARSKERKAR ~ YM voTLoT HATT QLTLFQR 0 a0 LA
MANRQSA, Y1 qvocLor BATT QLSLLQR QAQ
LANRQSAARSKERKIK Y16 MVOTLQT RIATT QLTLLQR QA K LLEIA
LANRQSAARSKERKAR Y I MvHTLOT BIATT QLMLFQR 0n0LLEY
LANRQSAARSKE YI WVorLoT PATTL QLTHLQR ovo iyl
TraesCS4B02G113400.1  LANRQSAARSKERKIK Y L gvorLorT EATTL QLTLLQR QoA KLESIA
TraesCS4A02G209900.1  LANRQSAARSKERKIK ~YTGELER [QVQTLQT RATTLSA QLTLLQR QA K LEEIA
TraesC55A02G299400.1 WANRQSAARSKERKMR YIGELER [QVQTLQT ATTLSA QLSLLQR QVHLOEIA
TraesCS5802G301900.1 ~ WANRQSAARSKERKMR ~ YIGELER JQVQTLQT BIATTLSA QLSLLQR QVHLOEA
TraesCS5002G308600.1 ~ WANRQSAARSKERKMR ~ YIGELER [qVQTLQT BIATTLSA QLSLLQR QVHLOEA
TraesCS7A02G266400.1  WANRQSAARSKERKMR ~ YISELER [VOTLHA BATTLST QLALLHR QrHLoMA

TraesCS7802G166100.1  WANRQSAARSKERKMR ~ YISELER [4vOTLHA BATTLST QLALLHR DEAGLST oruLoa LEloALESs [REEEEIM

Group 10

LSHMV LGMTTQN LVALQAQ NSVMQTQ [@MELESR I@cunsT gTEAANER

TraesCS5B02G176700.1  ESNRESARRSRAKQOH LDDLSSQ VDQLENQ

TrlasCSEMZGLLSBDﬂ l QSNRDSARRSRLREQA NVGDKQH copsg@Ep DfkLQES
TraesC51B02G. ESNRDSARRSRSREAA NVETLERA THKRVTC #TRINFPQA
TrnesCSlDOZGi!Zzoo,l. ESNRDSARRSRSREAR NVETLEA TMKRVTC WIRNFPQA
TraesCS6D02 X LSNRESARR, OR QAARELRA TIACMSA SRINTAAR

raesC56A02G096300.1 LSNRESARRSRMREQGR QAARELAR ITACMSA SHEINTAARA
TraesC56B02G124700.1  LSNRESARRSRMRKQR QAARELAA ITACMSA NEINTAAR




Supplementary figure 1: Amino acid sequence of all identified TabZIPs
in bread wheat. Protein sequences are aligned into sub-families demarcated
with groups in first column clustered based on the similarity in sequence.
Second column contains Traes ids. Third column has n-terminal region of
bZIP domain and c-terminal leucine zipper region is divided into heptads
(a,b,c.d,e,f and g). Primarily, the placement of N at ‘a’ position was
considered for classification and it was coloured black at the respective ‘a’
position. Secondarily, for the g-e’ interactions, we used four colours
(provided on the below right side). The attractive acidic-basic pairs (E—-R’,
E—K’, DoR’, D «K’) were coloured orange, and the attractive basic-acidic
pairs (R—E, K-E”) were coloured green. We coloured the repulsive basic
pairs (K&K’, R—K’) with blue and repulsive acidic pairs (E—~E’, DD,
E—D’) with red. We have coloured the polar residues black at ‘a’ and ‘d’
position and charged residues at ‘a’ and ‘d’ positions were coloured purple.
The candidate genes have been divided into five groups. We have used (*)
symbol for potential helix break, due to the presence of proline or glycine.
Symbol (”) denotes the natural end of a bZIP protein, and (--) shows that it
is a longer protein and we have only shown the 9 heptads in the coloured

- Attractive acidic-basic pairs

- Attractive basic-acidic pairs

- Repulsive basic pairs
- Repulsive acidic pairs



