BMI

PGS_ID PGS Developmen PMID  Publicaticublication Ye GWAS cohor Training cohort Number of Varian GWAS Sample Si Trainina Sample § Ancestry Distributic Ancestry Distribut Ancestry Distribution (%) - PGS Evaluation
PGS000027  LDpred 31002795 10.1016/j: 2019 UKB 2100302 238944 119951 European99.1|Hispa European100  European:68.8lAfrican:12.5[Multi-ancestry (including European):12.5|Greater Middle Eastern6.2
PGS000034  Genome-wide sigr 29212779 10.2337/d 2017 a7 238944 European:99.1|Hispanic or Latin Americar European:100

PGS000298  GWAS-significant 1 32527150 10.1161/c 2020 941 681275 European:67|Not Reported:33 European:100

PGS000717  Genome-wide sigr 32376654 10.1136/b 2020 UKB 557 453169 European:100 European:100

PGS000770  Genome-wide sigr 31649740 10.3389/fc 2019 CLHNSIFHS|B! QFS 21 884136 704 European:76.8]East £ European:100  European:100

PGS000910  SBayesk 35602235 10.1038/s 2021 735440 681275 European:67|Not Reported:33 European:100

PGS000921  LDpred 34662357 10.1371/jc 2021 UKBIGIANT  Inter9 1947711 681275 1000 European:67|Not Rej European:100  European:100

PGS001228  snpnet 35324888 10.1371/jc 2022 UKB 27126 268856 European100  European:0|African:20[East Asian:20[South Asian:20
PGS001943  Penalized regressic 34995502 10.1016/) 2022 UKB 110153 301124 European00  European:37.5|African:25|East Asian:12.5/Greater Middle Eastern:12.5[South Asian:12.5
PGS002161  LDpred2 (bigsnpr) 34995502 10.1016/ 2022 UKB 990022 391124 European100  European:0|African:30[East Asian:10]Greater Middle Eastern:10[South Asian:10
PGS002251  Genome-wide sigr 35016652 10.1186/s 2022 97 238944 European:99.1|Hispanic or Latin Americar European:100

PGS002313  BOLT-LMM 35393596 10.1038/s 2022 UKB 1100311 336304 European:100 African:25East Asian:25|European:25[South Asian:25
PGS002360  BOLT-LMM-BB) 35393596 10.1038/s 2022 BB 920920 124000 East Asian:100 African:25|East Asian:25|European:25[South Asian:25
PGS002385  Pruning and Thres 35393596 10.1038/s 2022 UKB 15518 336304 European:100 African:25|East Asian:25|European:25[South Asian:25
PGS002434  Pruning and Thres 35393596 10.1038/s 2022 UKB 41662 336304 European:100 African:25|East Asian:25|European:25[South Asian:25
PGS002483  Pruning and Thres 35393596 10.1038/s 2022 UKB 162598 336304 European:100 African:25|East Asian:25|European:25[South Asian:25
PGS002532  Pruning and Thres 35393596 10.1038/s 2022 UKB 4284 336304 European:100 African:25|East Asian:25|European:25[South Asian:25
PGS002581  Pruning and Thres 35393596 10.1038/s 2022 UKB 2385 336304 European:100 African:25East Asian:25|European:25[South Asian:25
PGS002630  PolyFun-pred 35393596 10.1038/s 2022 UKB 620484 336304 European:100 African:25|East Asian:25|European:25[South Asian:25
PGS002679  SBayesR 35393596 10.1038/s 2022 UKB 987879 336304 European:100 African:25|East Asian:25|European:25[South Asian:25
PGS002751  Genome-wide sigr 35879615 10.1038/s 2022 1 526508 2548 European85.4|South European:100  European:100

PGS002840 lassosum 36152628 10.1016/ 2022 UKB MGl 1062550 359983 23381 European:100 European100  European:100

PGS002841  Pruning and Thres 36152628 10.1016/] 2022 UKB MGI 32980 359983 23381 European:100 European100  European:100

PGS002842  PLINK 36152628 10.1016/1. 2022 UKB MGl 51983 359983 23381 European:100 European:100  European:100

PGS002843  DESLMM 36152628 10.1016/ 2022 UKB MGl 7444639 359983 23381 European:100 European100  European:100

PGS002844  PRS-CS 36152628 10.1016/]. 2022 UKB MG 1113832 359983 23381 European100 European:100  European:100

PGS002845  lassosum 36152628 10.1016/ 2022 UKB MGl 1052511 359983 23380 European:100 European00  European:100

PGS002846  Pruning and Thres 36152628 10.1016/i. 2022 UKB MG 32526 359983 23380 European:100 European:100  European:100

PGS002847  PLINK 36152628 10.1016/] 2022 UKB MGl 51370 359983 23380 European:100 European100  European:100

PGS002848  DBSLMM 36152628 10.1016/]. 2022 UKB MG 7444629 359983 23380 European:100 European:100  European:100

PGS002849  PRS-CS 36152628 10.1016/ 2022 UKB MGl 1113832 359983 23380 European:100 European100  European:100

PGS002850  lassosum 36152628 10.1016/]. 2022 UKB MG 1053861 354831 23381 European:100 European:100  European:100

PGS002851  Pruning and Thres 36152628 10.1016/] 2022 UKB MGI 32697 354831 23381 European:100 European100  European:100

PGS002852  PLINK 36152628 10.1016/. 2022 UKB MG 51563 354831 23381 European:100 European:100  European:100

PGS002853  DBSLMM 36152628 10,1016/ 2022 UKB MGl 7446664 354831 23381 European:100 European:100  European:100

PGS002854  PRS-CS 36152628 10.1016/1. 2022 UKB MG 1113832 354831 23381 European:100 European:100  European:100

PGS002855  lassosum 36152628 10.1016/; 2022 UKB MGl 1044654 354831 23382 European:100 European:100  European:100

PGS002856  Pruning and Thres 36152628 10.1016/i. 2022 UKB MG 28689 354831 23382 European:100 European:100  European100

PGS002857  PLINK 36152628 10,1016/ 2022 UKB MGl 44240 354831 23382 European:100 European:100  European:100

PGS002858  DBSLMM 36152628 10.1016/. 2022 UKB MG 7446652 354831 23382 European:100 European:100  European:100

PGS002859  PRS-CS 36152628 10.1016/; 2022 UKB MGl 1113832 354831 23382 European:100 European:100  European:100

PGS003124  lassosum 36152628 10.1016/]. 2022 UKHLS MG 224595 9203 21345 European:100 European:100  European:100

PGS003125  Pruning and Thres 36152628 10.1016/ 2022 UKHLS MGl 256 9203 21345 European:100 European:100  European:100

PGS003126  PLINK 36152628 10.1016/. 2022 UKHLS MG 351 9203 21345 European:100 European:100  European100

PGS003127  DBSLMM 36152628 10,1016/ 2022 UKHLS MGl 344981 9203 21345 European:100 European:100  European:100

PGS003128  PRS-CS 36152628 10.1016/. 2022 UKHLS MG 1116425 9203 21345 European:100 European:100  European:100

PGS003129  lassosum 36152628 10,1016/ 2022 UKHLS UKB 281336 9203 199668 European:100 European:100  European:100

PGS003130  Pruning and Thres 36152628 10.1016/i. 2022 UKHLS UKB 4280 9203 199668 European:100 European:100  European100

PGS003131  PLINK 36152628 10,1016/ 2022 UKHLS UKB 5164 9203 199668 European:100 European:100  European:100

PGS003132  DBSLMM 36152628 10.1016/). 2022 UKHLS UKB 41698 9203 199668 European:100 European:100  European100

PGS003133  PRS-CS 36152628 10,1016/ 2022 UKHLS UKB 1117469 9203 199668 European:100 European:100  European:100

PGS003462  LDpred2 36174398 10,1016/ 2022 749106 681275 Europeani67|Not Reported:33 Hispanic or Latin American:100

PGS003525  LDpred2-auto 10.1101/2 2022 UKB 979739 369738 European:100  European:d4.4|African22.2|Fast Asian:11.1 Greater Middle Eastern:11.1|South Asian:11.1
PGS003842  Clumping and Thre 37749244 10.1038/s: 2023 145046 48229 9958 European:100 European:100  European:100

PGS003843  LDpred2 37749244 10.1038/s 2023 564332 48229 9958 European:100 European:100  European:100

PGS003844  Clumping and Thrc 37749244 10.1038/s: 2023 UKB 87 21514 4507 African:100 African:100 African:100

PGS003845  LDpred2 37749244 10.1038/s 2023 UKB 752209 21514 4507 African:100 African:100 African:100

PGS003846  weighted_LDpreds 37749244 10.1038/s: 2023 UKB 817189 85107 4507 Multi-ancestry (inclu African:100 African:100

PGS003847  PRS-CSx 37749244 10.1038/s 2023 UKB 300864 85107 4507 Multi-ancestry (inclu African:100 African:100

PGS003848  CTSLEB 37749244 10.1038/s 2023 UKB 741723 85107 4507 Multi-ancestry (inclu African:100 African:100

PGS003884  PRS-CSx 37852978 10.1038/s 2023 1067771 49335 Hispanic or Latin American:44.5/African3 Greater Middle Eastern:100

PGS003885  PRS-CSx 37852978 10.1038/s 2023 882001 6039 Not Reported:100 Greater Middle Eastern:100

PGS003886  PRS-CSx 37852978 10.1038/s 2023 941406 163835 East Asian:100 Greater Middle Eastern:100

PGS003887  PRS-CSx 37852978 10.1038/s 2023 922653 681275 European'67|Not Reported:33 Greater Middle Eastern:100

PGS003897  snpnet 37890495 10,1016/ 2023 UKB 35941 324009 Multi-ancestry (incl European:40]African:20|Multi-ancestry (excluding European):20[South Asian:20
PGS003980  DBSLMM-auto 38908374 10.1016/j. 2004 UKB 1039020 238944 359913 European:99.1|Hispa European100  European:60|South Asian40

PGS003996  lassosum.auto 38908374 10.1016/j. 2004 UKB 16785 238944 359913 European:99.1|Hispa European100  European:60|South Asian40

PGS004012  lassosum.CV. 38908374 10.1016/). 2004 UKB 437695 238944 359913 European:99.1|Hispa European100  European:60|South Asian40

PGS004022  LDpred2-auto 38908374 10.1016/j. 2004 UKB 919377 238944 359913 European:99.1|Hispa European100  European:60|South Asian40

PGS004037  LDpred2.CV 38908374 10.1016/). 2004 UKB 919377 238944 359913 European:99.1|Hispa European100  European:60|South Asian40

PGS004050  megaprsauto 38908374 10.1016/j. 2004 UKB 609706 238944 359913 European:99.1|Hispa European100  European:60|South Asian40

PGS004066  megaprs.CV 38908374 10.1016/). 2004 UKB 602445 238944 359913 European:99.1|Hispa European100  European:60|South Asian40

PGS004080  PRS-CS-auto 38908374 10.1016/j. 2004 UKB 1011571 238944 359913 European:99.1|Hispa European100  European:60|South Asian40

PGS004096  PRS-CS.CV 38908374 10.1016/). 2004 UKB 1011571 238944 359913 European:99.1|Hispa European100  European:60|South Asian40

PGS004104  pt.clumpauto 38908374 10.1016/j. 2004 UKB 83 238944 359913 European:99.1|Hispa European100  European:60|South Asian40

PGS004120  pt_clump_nested.C 38908374 10.1016/j. 2004 UKB 23190 238944 359913 European:99.1|Hispa European100  European:60|South Asian40

PGS004134  SBayesR-auto 38908374 10.1016/j. 2004 UKB 782021 238944 359913 European:99.1|Hispa European100  European:60|South Asian40

PGS004150  UKBB-EURMLultiPF 38908374 10.1016/j. 2004 UKB 1039042 238944 359913 European:99.1|Hispa European100  European:60|South Asian40

PGS004216  LASSO 37468507 10.1038/s 2023 24059 415121 European:100  European:100

PGS004217  LASSO 37468507 10.1038/s 2023 24706 415121 European:100  European:100

PGS004218  LASSO 37468507 10.1038/s 2023 22176 415121 European:100  European:100

PGS004219  LASSO 37468507 10.1038/s 2023 25971 415121 European:100  European:100

PGS004220  LASSO 37468507 10.1038/s 2023 24026 415121 European:100  European:100

PGS004319  Genome-wide sigr 36917487 10.1097/p 2023 103 418021 European:90.1|African9.6|Hispanic or Lat Hispanic or Latin American:100

PGS004609  Genome-wide sigr 37280435 10.1007/! 2023 UKB 1127 441761 European:100 European:100

PGS004610  Genome-wide sigr 37280435 10.1007/! 2023 UKB 306 441761 European:100 European:100

PGS004733  PRSMIix 38508198 10.1016/] 2004 AllofUs 1915187 35869 European:100  European:100

PGS004734  PRSMIx 38508198 10.1016/] 2004 G&H 4081121 26578 South Asiani100  South Asian:100

PGS004735  PRSMixPlus 38508198 10.1016/] 2004 AllofUs 4536322 35869 European:100  European:100

PGS004736  PRSMixPlus 38508198 10.1016/] 2004 G&H 4081121 26578 South Asiani100  South Asian:100

PGS004864  Genome-wide sigr 30185664 10.1172/jc 2018 CLHNS|FHS|BSBCIFHS|GENEVA 186 877203 European:76.8|East Asian:15.3|African’5.5 Not Reported:100

PGS004900 69 genome-wide ¢ 32525877 10.1371/jc 2020 UKB 94 681275 Europeani67|Not Reported:33 European:100

PGS004901 69 genome-wide ¢ 32525877 10.1371/jc 2020 UKB 94 681275 European:67|Not Reported:33 European:100



Height

PGSID PGS Develop PMID Publication (1 Publication Y GWAS cohor Trainina cohc Number of Varian GWAS Sample Size Trainina Samle Si; Ancestrv Dist Ancestry Dist Ancestry Distribution (%) - PGS Evaluation
PGSO00297 ~ GWAS-signific 32527150 10.1161/circgt 2020 3290 693529 European:65.8|Not Reported European:90.9[Greater Middle Eastern.1
PGSO00758  LASSO perfor 33788949 10.1210/cliner 2021 ACTGIAEGS1) UKB 33938 607346 6639 European:100 European:100 European:100

PGS001229  snpnet 35324888 10.1371/journ 2022 UKB 51209 269136 European:100 European:40|African:20|East Asian:20|South Asian:20
PGS001405  snpnet 35324888 10.1371/journ 2022 UKB 3166 26788 European:100 European:40|African:20|East Asian:20|South Asian:20
PGS001929 Penalized reg 34995502 10.1016/jajhg 2022 UKB 156514 391124 European:100 European:37.5|African:25[East Asian:12.5|Greater Middle Eastern:12.5|South Asian:12.5
PGS002146  LDpred2 (bigs 34995502 10.1016/jajhg 2022 UKB 922538 301124 European:100 European:37.5|African:25|East Asian:12.5|Greater Middle Eastern:12.5|South Asian:12.5
PGS002332  BOLT-LMM 35393596 10.1038/s415¢ 2022 UKB 1100311 336759 European:100 African:25East Asian:25|European:25|South Asian:25
PGS002368 BOLT-LMM-E 35393506 10.1038/s415¢ 2022 BB 920927 124000 East Asian:100 African:25|East Asian:25|European:25|South Asian25
PGS002404 Pruningand T 35393506 10.1038/s415¢ 2022 UKB 56984 336759 European:100 African:25|East Asian:25|European:25|South Asian25
PGS002453 Pruningand T 35393506 10.1038/s415¢ 2022 UKB 103911 336759 European:100 African:25East Asian:25|European:25|South Asian:25
PGS002502 Pruningand T 35393506 10.1038/s415¢ 2022 UKB 262080 336759 European:100 African:25|East Asian:25|European:25|South Asian25
PGS002551 Pruningand T 35393596 10.1038/s415¢ 2022 UKB 27070 336759 European:100 African:25East Asian:25|European:25|South Asian:25
PGS002600 Pruningand T 35393506 10.1038/s415¢ 2022 UKB 18937 336759 European:100 African:25|East Asian:25|European:25|South Asian25
PGS002649  PolyFun-pred 35393506 10.1038/s415¢ 2022 UKB 478839 336759 European:100 African:25|East Asian:25|European:25|South Asian25
PGS002698  SBayesk 35393506 10.1038/s415¢ 2022 UKB 986966 336759 European:100 African:25|East Asian:25|European:25[South Asian25
PGS002800  SBayesC 36224396 10.1038/s415¢ 2022 AIDHS|PROMIS|LOLIPOP|RH: 1156741 77890 South Asian:100 South Asian:100

PGS002801  SBayesC 36224396 10.1038/s415¢ 2022 JHSJOCO|BMDCS|CATHGEN 975455 293593 African:100 African:100

PGS002802  SBayesC 36224396 10.1038/s415¢ 2022 GRAPHIC|STRIP[JOCO|BMDC 1103042 5314291 Multi-ancestry (including Eur African:28.6|European:28.6|Hispanic or Latin American:14.3|East Asian:14.3|South Asian:14.3
PGS002803  SBayesC 36224396 10.1038/s415¢ 2022 CAGE-Amagasaki[CAGE-KIN 990792 472730 East Asian:100 East Asian:100

PGS002804  SBayesC 36224396 10.1038/s415¢ 2022 GRAPHICISTRIPJOCO|BMDC 1099005 4080687 European:100 European:100

PGS002805  SBayesC 36224396 10.1038/s415¢ 2022 HCHSIWHIIMVPIMCPS|23anc 1245514 455180 Hispanic or Latin American:1 Hispanic or Latin American:100

PGS002964  lassosum 36152628 10.1016/j3jhg 2022 UKB MGI 1291379 360388 23350 European:100 European:100 European:100

PGS002065 Pruningand T 36152628 10.1016/jaihg 2022 UKB MG 34284 360388 23350 European:100 European:100 European:100

PGS002966  PLINK 36152628 10.1016/jajhg 2022 UKB MGl 49307 360388 23350 European:100 European:100 European:100

PGS002967  DBSLMM 36152628 10.1016/j.aihg 2022 UKB MGl 10297259 360388 23350 European:100 European:100 European:100

PGS002968  PRS-CS 36152628 10.1016/jajhg 2022 UKB MGl 1113832 360388 23350 European:100 European:100 European:100

PGS002969  lassosum 36152628 10.1016/j.aihg 2022 UKB MG 1296068 360388 23350 European:100 European:100 European:100

PGS002970 Pruningand T 36152628 10.1016/jajhg 2022 UKB MGl 31805 360388 23350 European:100 European:100 European:100

PGS002071  PLINK 36152628 10.1016/j.aihg 2022 UKB MGl 44500 360388 23350 European:100 European:100 European:100

PGS002972  DBSLMM 36152628 10.1016/j.ajhg 2022 UKB MGl 10297262 360388 23350 European:100 European:100 European:100

PGS002973  PRS-CS 36152628 10.1016/j.aihg 2022 UKB MG 1113832 360388 23350 European:100 European:100 European:100

PGS002974  lassosum 36152628 10.1016/jajhg 2022 MGl 66842 133154 23350 European:100 European:100 European:100

PGS002075 Pruningand T 36152628 10.1016/jaihg 2022 MGl 22154 133154 23350 European:100 European:100 European:100

PGS002976  PLINK 36152628 10.1016/jajhg 2022 MGI 22443 133154 23350 European:100 European:100 European:100

PGS002977  DBSLMM 36152628 10.1016/i.aihg 2022 MG 1851736 133154 23350 European:100 European:100 European:100

PGS002978  PRS-CS 36152628 10.1016/jaihg 2022 MGl 996356 133154 23350 European:100 European:100 European:100

PGS002979  lassosum 36152628 10.1016/i.aihg 2022 MG 280347 253288 23350 European:100 European:100 European:100

PGS002980 Pruningand T 36152628 10.1016/jaihg 2022 MGl 2469 253288 23350 European:100 European:100 European:100

PGS002981  PLINK 36152628 10.1016/i.aihg 2022 MG 2500 253288 23350 European:100 European:100 European:100

PGS002982  DBSLMM 36152628 10.1016/jaihg 2022 MGl 912901 253288 23350 European:100 European:100 European:100

PGS002983  PRS-CS 36152628 10.1016/i.aihg 2022 MG 915020 253288 23350 European:100 European:100 European:100

PGS002984  lassosum 36152628 10.1016/jaihg 2022 UKB 67333 133154 203662 European:100 European:100 European:100

PGS002985 Pruningand T 36152628 10.1016/jaihg 2022 UKB 31267 133154 203662 European:100 European:100 European:100

PGS002985  PLINK 36152628 10.1016/jaihg 2022 UKB 31700 133154 203662 European:100 European:100 European:100

PGS002987  DBSLMM 36152628 10.1016/i.aihg 2022 UKB 1661426 133154 203662 European:100 European:100 European:100

PGS002988  PRS-CS 36152628 10.1016/jaihg 2022 UKB 996840 133154 203662 European:100 European:100 European:100

PGS002989  lassosum 36152628 10.1016/i.aihg 2022 UKB 282132 253288 203662 European:100 European:100 European:100

PGS002990 Pruningand T 36152628 10.1016/jaihg 2022 UKB 6903 253288 203662 European:100 European:100 European:100

PGS002091  PLINK 36152628 10.1016/i.aihg 2022 UKB 7080 253288 203662 European:100 European:100 European:100

PGS002992  DBSLMM 36152628 10.1016/jaihg 2022 UKB 464103 253288 203662 European:100 European:100 European:100

PGS002993  PRS-CS 36152628 10.1016/i.aihg 2022 UKB 915553 253288 203662 European:100 European:100 European:100

PGS003514  LDpred2-auto 10.1101/2022, 2022 UKB 979739 370120 European:100 European:dd.4|African:22.2|ast Asian:11.1|Greater Middle Eastern:11.1|South Asian:11.1
PGS003835 Clumpinganc 37749244 10.1038/s415¢ 2023 4847 48332 9969 European:100 European:100 European:100

PGS003836  LDpred2 37749244 10.1038/s415¢ 2023 564325 48332 9969 Furopean:100 European:100 European:100

PGS003837 Clumpinganc 37749244 10.1038/s415¢ 2023 UKB 49 21550 4515 African:100  African:100  African:100

PGS003838  LDpred2 37749244 10.1038/s415¢ 2023 UKB 752195 21550 4515 African:100  African:100  African:100

PGS003839  weighted [Dp 37749244 10.1038/s415¢ 2023 UKB 817204 85295 4515 Multi-ancestn African:100  African:100

PGS003840  PRS-CSx 37749244 10.1038/5415¢ 2023 UKB 300830 85295 4515 Multi-ancestn African:100  African:100

PGS003841  CTSLEB 37749244 10.1038/s415¢ 2023 UKB 741637 85295 4515 Multi-ancestn African:100  African:100

PGS003888  PRS-CSx 37852978 10.1038/s414¢ 2023 1067771 4979 Hispanic or Latin American:4 Greater Middle Eastern:100

PGS003889  PRS-CSx 37852978 10.1038/s414¢ 2023 882001 6044 Not Reported:100 Greater Middle Eastern:100

PGS003890  PRS-CSx 37852978 10.1038/s414¢ 2023 941406 165056 East Asian:100 Greater Middle Eastern:100

PGS003891  PRS-CSx 37852978 10.1038/s414¢ 2023 921738 693529 European:65.8|Not Reported Greater Middle Eastern:100

PGS003895  snpnet 37890495 10.1016/jaihg 2023 UKB 62419 324364 Mui tny European:40) stry (excluding E 1 Asian:20
PGS003995 DBSLMM-aut 38908374 10.1016/jaihg 2024 1119867 525444 6lEast Asian3L.- Asian:40

PGS004011  lassosumautc 38908374 10.1016/jaihg 2024 315596 525444 Eur 6]East Asian:31+ Eur Asian:40

PGS004036  LDpred2-autc 38908374 10.1016/jaihg 2024 929939 525444 6lEast Asian3L.- Asian:40

PGS004065 megaprsauto 38908374 10.1016/jaihg 2024 980499 525444 Eur 6lEast Asian:31. Eur Asian:40

PGS004095 PRS-CS-auto 38908374 10.1016/jaihg 2024 1088125 525444 6lEast Asian3L.- Asian40

PGS004119  pt_clumpautc 38908374 10.1016/jaihg 2024 2632 525444 Eur 6]East Asian:31.: Eur Asiani40

PGS004149  SBayesR-auto 38908374 10.1016/jaihg 2024 962278 525444 6lEast Asian3L.- Asian40

PGS004211  LASSO 37468507 10.1038/5415¢ 2023 21950 414999 European:100 European:100

PGS004212  LASSO 37468507 10.1038/s415¢ 2023 27779 414999 European:100 European:100

PGS004213  LASSO 37468507 10.1038/5415¢ 2023 21984 414999 European:100 European:100

PGS004214  LASSO 37468507 10.1038/s415¢ 2023 23686 414999 European:100 European:100

PGS004215  LASSO 37468507 10.1038/5415¢ 2023 22938 414999 European:100 European:100

PGS004682  lassosum2 38622117 10.1038/s414¢ 2024 AllofUs UKB 906 21550 4515 African:100  African:100  African:100

PGS004683  Idpred2 38622117 10.1038/s414¢ 2024 AllofUs UKB 774968 21550 4515 African:100  African:100  African:100

PGS004684  PROSPER 38622117 10.1038/s414¢ 2024 AllofUs UKB 850897 85295 4515 Multi-ancestn African:100  African:100

PGS004685 weighted_lass 38622117 10.1038/5414¢ 2024 AllofUs UKB 279186 85295 4515 Multi-ancestn African:100  African:100

PGS004686  weighted_ldpi 38622117 10.1038/s414¢ 2024 AllofUs UKB 872587 85295 4515 Multi-ancestn African:100  African:100

PGS004779  PRSMix 38508198 10.1016/ixger 2024 AllofUs 1357287 36183 European:100 European:100

PGS004780  PRSMix 38508198 10.1016/jxger 2024 G&H 5067476 27340 South Asian:Li South Asian:100

PGS004781  PRSmixPlus 38508198 10.1016/jxger 2024 AllofUs 3220389 36183 European:100 European:100

PGS004782  PRSmixPlus 38508198 10.1016/j.xger 2024 G&H 1612712 27340 South Asian:1! South Asian:100



HDL
PGS_ID
PGS000060
PGS000064
PGS000192
PGS000309
PGS000660
PGS000686
PGS000825
PGS000845
PGS001954
PGS002172
PGS002284
PGS002329
PGS002366
PGS002401
PGS002450
PGS002499
PGS002548
PGS002597
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PGS003772
PGS003773
PGS003774
PGS003775
PGS003776
PGS008777
PGS003778
PGS003779
PGS003780
PGS003781
PGS003782
PGS003783
PGS003856
PGS003875
PGS003876
PGS003877
PGS003878
PGS003879
PGS003880
PGS003986
PGS004002
PGS004028
PGS004043
PGS004056
PGS004072
PGS004086
PGS004100
PGS004110
PGS004126
PGS004140
PGS004156
PGS004622
PGS004623
PGS004624
PGS004625
PGS004626
PGS004627
PGS004628
PGS004629
PGS004630
PGS004631
PGS004632
PGS004633
PGS004634
PGS004635
PGS004636
PGS004775
PGS004776
PGS004777
PGS004778
PGS004914

PGS PMID ion (

Genome-widesi 25951326 10.1371/jou 2015
Established Lipic 31551420 10.1038/541 2019
Curated variant 18354102 10.1056/nej 2008
GWAS-significar 32527150 10.1161/circ 2020
LD-pruning and 33608049 10.1186/s12 2021
snpnet 33462484 10.1038/s41 2021
Pruning of FOR{ 31048771 10.1038/s41 2019
Genome-widesi 34737425 10.1038/s41 2021
Penalized regres 34995502 10.1016/j.ail 2022
LDpred2 (bigsng 34995502 10.1016/jal 2022
PRSice 35654908 10.1038/541 2022
BOLT-LMM 35393596 10.1038/541 2022
BOLT-LMM-BBJ) 35393596 10.1038/s41 2022
Pruning and Thr 35393596 10.1038/541 2022
Pruning and Thr 35393596 10.1038/s41 2022
Pruning and Thr 35393596 10.1038/541 2022
Pruning and Thr 35393596 10.1038/541 2022
Pruning and Thr 35393596 10.1038/541 2022
PolyFun-pred 35393596 10.1038/s41 2022
SBayesR 35393596 10.1038/541 2022
PRS-CS 36575460 10.1186/512 2022
lassosum 36152628 10.1016/ja)l 2022
Pruning and Thr 36152628 10.1016/j.ajl 2022
PLINK 36152628 10.1016/jail 2022
DBSLMM 36152628 10.1016/}.ail 2022
PRS-CS 36152628 10.1016/jail 2022
lassosum 36152628 10.1016/jail 2022
Pruning and Thr 36152628 10.1016/j.ail 2022
PLINK 36152628 10.1016/}.a]l 2022
DBSLMM 36152628 10.1016/jail 2022
PRS-CS 36152628 10.1016/}.ail 2022
Genome-wide si 36333282 10.1038/s41 2022
Genome-wide si 36333282 10.1038/s41 2022
LDpred2-auto NA 10.1101/20: 2022
Clumping and T 37749244 10.1038/s41 2023
LDpred2 37749244 10.1038/541 2023
Clumping and T 37749244 10.1038/s41 2023
LDpred2 37749244 10.1038/541 2023
weighted_LDpre 37749244 10.1038/s41 2023
PRS-CSx 37749244 10.1038/541 2023
CTSLEB 37749244 10.1038/541 2023
Clumping and T 37749244 10.1038/s41 2023
LDpred2 37749244 10.1038/541 2023
weighted_LDpre 37749244 10.1038/s41 2023
PRS-CSx 37749244 10.1038/541 2023
CTSLEB 37749244 10.1038/541 2023
Clumping and T 37749244 10.1038/s41 2023
LDpred2 37749244 10.1038/541 2023
weighted_LDpre 37749244 10.1038/s41 2023
PRS-CSx 37749244 10.1038/541 2023
CTSLEB 37749244 10.1038/541 2023
Genome-wide si 36988954 10.1001/jan 2023
PRS-CSx 37852978 10.1038/541 2023
PRS-CSx 37852978 10.1038/541 2023
PRS-CSx 37852978 10.1038/541 2023
PRS-CSx 37852978 10.1038/541 2023
PRS-CSx 37852978 10.1038/541 2023
PRS-CSx 37852978 10.1038/541 2023
DBSLMM-auto 38908374 10.1016/jail 2024
lassosum.auto 38908374 10.1016/jail 2024
LDpred2-auto 38908374 10.1016/jail 2024
LDpred2.CV 38908374 10.1016/jail 2024
megaprsauto 38908374 10.1016/jail 2024
megaprs.CV 38908374 10.1016/jail 2024
PRS-CS-auto 38908374 10.1016/jajl 2024
PRS-CS.CV 38908374 10.1016/jal 2024
pt_clumpauto 38908374 10.1016/jajl 2024
pt_clump_nestec 38908374 10.1016/jail 2024
SBayesR-auto 38908374 10.1016/j.ajl 2024
UKBB-EURMulti 38908374 10.1016/jail 2024
lassosum? 38622117 10.1038/541 2024
Idpred2 38622117 10.1038/541 2024
PROSPER 38622117 10.1038/541 2024
weighted_lassos 38622117 10.1038/s41 2024
weighted_Idprec 38622117 10.1038/s41 2024
lassosum2 38622117 10.1038/541 2024
Idpred2 38622117 10.1038/541 2024
PROSPER 38622117 10.1038/541 2024
weighted_lassos 38622117 10.1038/s41 2024
weighted_Idprec 38622117 10.1038/s41 2024
lassosum? 38622117 10.1038/541 2024
Idpred2 38622117 10.1038/541 2024
PROSPER 38622117 10.1038/541 2024
weighted_lassos 38622117 10.1038/s41 2024
weighted_Idprec 38622117 10.1038/s41 2024
PRSMix 38508198 10.1016/jxg 2024
PRSMix 38508198 10.1016/jxg 2024
PRSMixPlus 38508198 10.1016/jxg 2024
PRSMixPlus 38508198 10.1016/jxg 2024
Previously assoc 31694394 10.1161/atv 2019
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PGS_ID PGS Develop PMID Publication (c Publication Y GWAS cohor Training cohc Number of V. GWAS Sampl Training Sam Ancestry Dist Ancestry Dist Ancestry Distribution (%) - PGS Evaluation
95454

Genome-wide 25051326 10.1371/journ 2015 o Latin
PGS000065  Established Lir 31551420 10.1038/s4141 2019 103 331368 E 1.6/South Asian:9, ian:20
PGS000115  Established lip 32049305 10.1001/jama 2020 223 297626 European72.4|African:19.3H (including |African11.1[East Asian11.1
PGS000192  Curated variar 18354102 10.1056/nejm 2008 CCHS|DaHS 9 30795 European47.7|Not Reported: European100
PGS000310  GWAS-signific 32527150 10.1161/circg: 2020 194 390003 European:100 European:100
PGS000340 ~ Genome-wide 33079539 10.1161/circq: 2020 28 94595 (including
PGS000661  LD-pruningar 33608049 10.1186/5130 2021 BB) HAPO 84 72866 4271 East Asian:10C East Asian10( East Asian:100
PGS000688  snpnet 33462484 10.1038/54151 2021 16184 255256 European:100 European'SO|African:16.7|East Asian:16.7|South Asian:16.7
PGS000814  Lead genome 23433573 10.1016/50141 2013 AGES|ARIC|GenomEUtwin|BL 16 95454 European:100 European45 5|Not Reported:27 3|Africand.1{Greater Middle Eastern:9.1[South Asian9.1
PGS000824  Pruning of FDI 31048771 10.1038/5415! 2019 809 94595 Mul (including
PGS000846  Genome-wide 34737425 10.1038/54151 2021 215 94595 European:100 European:100
PGS000875  Clumping and 32307928 10.1002/mgg; 2020 AGES|ARICIGE eMERGE 94595 2197 European100 European100 European100
PGS000886  PRS-CS 34887591 https://doi.orc 2021 1222318 87760 African100 African 66 7|European:333
PGS000887  Pruningand T 34887591 https://doi.orc 2021 295 877 African:100 frican 62 5[ 125|Hispanic or Latin 6.2]Additional Asian Ancestries:6.2[East Asian'6.2|South Asian 6.2
PGS000888  PRS-CS 34887591 https://doi.orc 2021 1230184 1088526 I (including Eun Mul (including
PGS000889  Pruning and T 34887591 https://doi.orc 2021 9009 1088526 Mul (including Eun |Hispanic or Latin Asian (including Asian
PGS000890  PRS-CS 34887591 https://doi.orc 2021 1020158 82587 East Asian:100 East Asian:42 9|African14 3]Hispanic or Latin American:14.3|Additional Asian Ancestries:14 3]European:14.3
PGS000891  Pruningand T 34887591 https://doi.orc 2021 66 82587 East Asian:100 East Asian:33.3|African:16.7|Hispanic or Latin American:16.7|Additional Asian Tl 16.
PGS000892  PRS-CS 34887591 https://doi.orc 2021 1119211 831666 [East Asian:11.1|Hispanic or Latin American5 6|Additional Asian Ancestries'5 6[South Asian'5.6
PGS000893  Pruningand T 34887591 https://doi.orc 2021 5427 831666 E 33/ 2|Hispanic or Latin American:11.1|Additional Asian Ancestries:11.1East Asian:11.1jSouth Asian-11.1
PGS000894  PRS-CS 34887591 https://doi.orc 2021 1175595 46040 Hispanic or Latin American:1( Hispanic or Latin American:100
PGS000895  Pruning and T 34887591 https://doi.orc 2021 76 46040 Hispanic or Latin American-1( Hispanic or Latin Asian
PGS000896  PRS-CS 34887591 https://doi.orc 2021 1100062 33658 South Asian:100 South Asian:100
PGS000897  Pruningand T 34887591 https://doi.orc 2021 33658 South Asian100 South Asian:33 3|African:16.7|Hispanic or Latin American-16.7|Additional Asian Ancestries:16.7|European16.7
PGS001933  Penalized rear 34995502 10.1016/iaiha 2022 UkB 25604 391124 European:100 European:37 5|African25|East Asian12.5|Greater Middle Eastern12 5[South Asian:12.5
PGS002150  LDpred? (bias 34995502 10.1016/iaiha 2022 UK 360007 391124 European:100 European:37 5|African25|East Asian:12.5|Greater Middle Eastern125/South Asian'12.5
PGS002274 ~ Genome-wide 35317921 10.1016/iathe 2022 279 23705 European:100 European
PGS002285  PRSice 35654908 10.1038/5415¢ 2022 MVP UGR 2 312571 6407 Multi-ancestn African:100  African:100
PGS002337 BOLT-LMM 35393536 10.1038/s4150 2022 UKB 1109311 32100 Asian25
PGS002369  BOLT-LMM-E 35393536 10.1038/s4151 2022 BB) 920930 124000 East Asian:100 African:25|East Asian:25|European:25|South Asian:25
PGS002409  Pruningand T 35393536 10.1038/54151 2022 UKB 7621 321002 Asian25
PGS002458  Pruningand T 35393536 10.1038/54151 2022 UKB 20701 321002 Asian25
PGS002507  Pruningand T 35393536 10.1038/s4151 2022 UKB 105083 321002 Asian25
PGS002556  Pruningand T 35393536 10.1038/54151 2022 UKB 324 321002 Asian25
PGS002605  Pruningand T 35393536 10.1038/54151 2022 UKB 233 321002 Asian25
PGS002654  PolyFun-pred 35393536 10.1038/s4151 2022 UKB 274585 321002 Asian25
PGS002703  SBayesR 35393596 10.1038/54151 2022 UKB 970081 321002 Asian25
PGS002730 ~ Genome-wide 35598204 10.1093/brain 2022 35 18596 European:100 European:100
PGS003029  lassosum 36152628 101016/iaiha 2022 UKB 549112 343621 9288 European100 European100 European100
PGS003030  Pruningand T 36152628 10.1016/iaiha 2022 UKB 206 343621 9288 European:100 European:100 European:100
PGS003031  PLINK 36152628 101016/iaiha 2022 UKB 260 343621 9288 European:100 European:100 European:100
PGS003032  DBSLMM 36152628 101016/iaiha 2022 UKB 7457930 343621 9288 European:100 European:100 European:100
PGS003033  PRS-CS 36152628 101016/iaiha 2022 UKB 1113830 343621 9288 European:100 European:100 European:100
PGS003034  lassosum 36152628 101016/iaiha 2022 UKB 552845 343621 9288 European:100 European:100 European:100
PGS003035  Pruningand T 36152628 10.1016/iaiha 2022 UKB 2288 343621 9288 European:100 European:100 European:100
PGS003036  PLINK 36152628 101016/iaiha 2022 UKB 2035 343621 9288 European:100 European:100 European:100
PGS003037  DBSLMM 36152628 101016/iaiha 2022 UKB 8918470 343621 9288 European:100 European:100 European:100
PGS003038  PRS-CS 36152628 101016/iaiha 2022 UKB 1113830 343621 9288 European:100 European:100 European:100
PGS003339  Genome-wide 36333282 10.1038/s4141 2022 BBJIHEXAIAnsanlAnsunalCA\ 288127 ast Asian:100 st Asian:100
PGS003348  Genome-wide 36333282 10.1038/s4141 2022 BBJIHEXAAnsanlAnsunalCA\ 78 288127 East Asian:100 East Asian:100
PGS003403  Genome-wide 31345425 10.1016/ijacc 2019 28 94595 European:100 European:100
PGS003404 ~ Genome-wide 27765764 10.1161/atvbi 2016 10 19840 (including
PGS003405 ~ Genome-wide 36528340 10.1016/itrsl: 2022 AGESIARICIGE MONA-LISA 169 427099 1082 European:100 European:100 European:100
PGS003474  LDpred2 36174398 10.1016/iebic 2022 42513 297626 European7241African:19.31H: Hispanic or Latin American:100
PGS003517  LDpred2-autc NA 101101/2022 2022 UK 979739 352884 European:100 European:4d d|African22 2[East Asian:11.1|Greater Middle Eastern:11.1South Asian11.1
PGS003784  Clumpingand 37749244 10.1038/54151 2023 375¢ 42660 9527 European:100 European:100 European:100
PGS003785  LDpred2 37749244 10.1038/54151 2023 1490736 842660 9527 European:100 European:100 European:100
PGS003786  Clumpingand 37749244 10.1038/s4151 2023 UK 1 7761 4293 African100  African:100  African:100
PGS003787  LDpred2 37749244 101038/54151 2023 UK 1679610 87760 4293 Affican100  African:100  African:100
PGS003788  weiahted LDc 37749244 10.1038/54151 2023 UK 1679610 1092705 4293 Multi-ancestn African100  African100
PGS003789  PRS-CS 37749244 101038/54151 2023 UK 1155363 1092705 4293 Multi-ancestn African100  African100
PGS003790 37749244 10.1038/54151 2023 UK 1120083 1092705 4293 Multi-ancestn African100  African100
PGS003791  Clumpingand 37749244 10.1038/54151 2023 UK 80 8258 950 East Asian-10C East Asian10C East Asian:100
PGS003792  LDpred2 37749244 10.1038/54151 2023 UK 1191112 82587 950 East Asian-10C East Asian10C East Asian:100
PGS003793  weiahted LD 37749244 10.1038/54151 2023 UK 1191112 1092705 950 Multi-ancestr, East Asian10C East Asian:100
PGS003794  PRS-CS 37749244 10.1038/54151 2023 UK 1155363 1092705 950 Multi-ancestn, East Asian10C East Asian:100
PGS003795 37749244 101038/54151 2023 UK 564379 1092705 950 Multi-ancestr, East Asian10C East Asian:100
PGS003796  Clumpingand 37749244 10.1038/54151 2023 UK 33658 5139 South Asian-l South Asian-1( South Asian'100
PGS003797  LDpred2 37749244 10.1038/54151 2023 UK 1507815 365+ 5139 South Asianl! South Asian-1( South Asian'100
PGS003798  weiahted LDc 37749244 10.1038/54151 2023 UK 1507815 1092705 5139 Multi-ancestn South Asian-1( South Asian‘100
PGS003799  PRS-CSx 37749244 10.1038/54151 2023 UK 1155363 1092705 5139 Multi-ancestn South Asian-1( South Asian'100
PGS003800 E8 37749244 101038/54151 2023 UK 801576 1092705 5139 Multi-ancestn South Asian-1( South Asian'100
PGS003855 ~ Genome-wide 36988954 10.1001/jama 2023 GBTDSISP2ISWHSICHNSIFAN 4 78402 East Asian st Asian:100
PGS003869  PRS-CSx 37852978 10.1038/s4141 2023 1022259 99432 African100 Greater Middle Eastern:100
PGS003870  PRS-CS 37852978 10.1038/s4141 2023 1067857 48057 Hispanic or Latin American1( Greater Middle Eastern:100
PGS003871  PRS-CS 37852978 10.1038/s4141 2023 882001 5972 Not Reported:10¢ Greater Middle Eastern:100
PGS003872  PRS-CS 37852978 10.1038/s4141 2023 58649 146492 East Asian:100 Greater Middle Eastern:100
PGS003873  PRS-CSx 37852978 10.1038/s4141 2023 1069677 1320016 European:100 Greater Middle Eastern:100
PGS003874  PRS-CSx 37852978 10.1038/s4141 2023 1054648 0963 South Asian:100 Greater Middle Eastern:100
PGS003974  PRS-CSx 38075701 10.3389/fgenc 2023 88625 99432 African100 African 1
PGS003975  PRS-CSx 38075701 10.3389/fgenc 2023 862971 146492 East Asian:100 East Asian:100
PGS003976  PRS-CSx 38075701 10.3389/fgenc 2023 821134 1320016 European'100 East Asian’50|European:50
PGS003977  PRS-CSx 38075701 10.3389/fgenc 2023 826248 1096 South Asian 10 South Asian'100
PGS003978  PRS-CSx 38075701 10.3389/fgenc 2023 348056 1654960 European79.8]East Asian8.9] East Asian66.7|European333
PGS004637  lassosum2 38622117 101038/54141 2024 GLGC UK 173 87761 4293 African100  African:100  African:100
PGS004638  Idpred2 38622117 101038/54141 2024 GLGC UK 1683941 87761 4203 African100  African:100  African100
PGS004639  PROSPER 38622117 101038/54141 2024 GLGC UK 1794429 1092705 4293 Multi-ancestn African100  African'100
PGS004640  weighted lass 38622117 10.1038/54141 2024 GLGC UK 10744 1092705 4293 Multi-ancestn African100  African'100
PGS004641  weighted ldpr 38622117 10.1038/54141 2024 GLGC UK 1879609 1092705 4293 Multi-ancest African:1( ican100
PGS004642  lassosum2 38622117 101038/54141 2024 GLGC UK 864 8258 950 East Asian-10C East Asian10C East Asian:100
PGS004643  Idpred2 38622117 101038/54141 2024 GLGC UK 1194231 8258 950 East Asian-10C East Asian10C East Asian:100
PGS004644  PROSPER 38622117 101038/54141 2024 GLGC UK 1354681 1092705 950 Multi-ancestry East Asian10C East Asian:100
PGS004645  weighted lass 38622117 10.1038/54141 2024 GLGC UK 10744 1092705 950 Multi-ancestry East Asian10C East Asian:100
PGS004646  weighted ldpr 38622117 10.1038/54141 2024 GLGC UK 1879609 1092705 950 Multi-ancestr, East Asian10C East Asian:100
PGS004647  lassosum2 38622117 101038/54141 2024 GLGC UK 3 3365¢ 5139 South Asianl South Asian-1( South Asian'100
PGS004648  Idpred2 38622117 101038/54141 2024 GLGC UK 1511084 3365¢ 5139 South Asianl South Asian-1( South Asian'100
PGS004649  PROSPER 38622117 101038/54141 2024 GLGC UK 1794429 1092705 5139 Multi-ancestn South Asian-1( South Asian'100
GS004650  weighted_lass 38622117 10.1038/s4141 2024 GLGC UK 107449 1092705 5139 Multi-ancestry South Asian:1t South Asian'100
PGS004651  weighted Idpr 38622117 10.1038/54141 2004 GLGC UK 1879609 1092705 5139 Multi-ancesty South Asian-1( South Asian'100
PGS004791  PRSMix 38508198 10.1016/jxger 2004 Allofus 1098797 16104 European:100 European:100
PGS004792  PRSmix 38508198 10.1016/jxger 2004 G&H 6580710 22940 South Asian'1( South Asian100
PGS004793  PRSMixPlus 38508198 10.1016/jxger 2004 Allofus 3946021 16104 European:100 European:100
PGS004794  PRSmixPlus 38508198 10.1016/jxger 2004 G&H 6433913 22940 South Asian:1( South Asian100
PGS004915  Previously assc 31694394 10.1161/atvb 2019 MVP 223 207626 European724]African:19.3H: European:100
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PGS_ID PGS Develop! PMID Publication (¢ Publication Y GWAS cohort Training cohc Number of Vi GWAS Sampl Training Sam Ancestry Dist Ancestry Dist Ancestry Distribution (%) - PGS Evaluation
PGS000017  LDpred 30104762 10.1038/s415¢ 2018 UKB 6907112 34652 120280 European:100 European:100 European:100

PGS001288  snpnet 35324888 10.1371/journ 2022 UKB 195 269704 European:100 European:40|African:20|East Asian:20|South Asian:20
PGS003981  DBSLMM-autc 38908374 10.1016/j.ajhg 2024 UKB 1103311 59957 5340 Multi-ancestry European:100 European:66.7|South Asian:33.3
PGS003997  lassosum.autc 38908374 10.1016/j.ajhg 2024 UKB 8406 59957 5340 Multi-ancestry European:100 European:66.7|South Asian:33.3
PGS004013  lassosum.CV/ 38908374 10.1016/j.ajhg 2024 UKB 22690 59957 5340 Multi-ancestry European:100 European:66.7|South Asian:33.3
PGS004023  LDpred2-autc 38908374 10.1016/j.ajhg 2024 UKB 1018068 59957 5340 Multi-ancestry European:100 European:66.7|South Asian:33.3
PGS004038  LDpred2.CV 38908374 10.1016/j.ajhg 2024 UKB 1018068 59957 5340 Multi-ancestry European:100 European:66.7|South Asian:33.3
PGS004051  megaprs.auto 38908374 10.1016/j.ajhg 2024 UKB 784928 59957 5340 Multi-ancestry European:100 European:66.7|South Asian:33.3
PGS004067  megaprs.CV 38908374 10.1016/j.ajhg 2024 UKB 784928 59957 5340 Multi-ancestry European:100 European:66.7|South Asian:33.3
PGS004081  PRS-CS-auto 38908374 10.1016/j.ajhg 2024 UKB 1073268 59957 5340 Multi-ancestry European:100 European:66.7|South Asian:33.3
PGS004097  PRS-CS.CV 38908374 10.1016/j.ajhg 2024 UKB 1073268 59957 5340 Multi-ancestry European:100 European:66.7|South Asian:33.3
PGS004105  pt_clump.autc 38908374 10.1016/j.ajhg 2024 UKB 139 59957 5340 Multi-ancestry European:100 European:66.7|South Asian:33.3
PGS004121  pt_clump_nes 38908374 10.1016/j.ajhg 2024 UKB 774 59957 5340 Multi-ancestry European:100 European:66.7|South Asian:33.3
PGS004135  SBayesR-auto 38908374 10.1016/j.ajhg 2024 UKB 912746 59957 5340 Multi-ancestry European:100 European:66.7|South Asian:33.3
PGS004151  UKBB-EUR.Mu 38908374 10.1016/j.ajhg 2024 UKB 1102205 59957 5340 Multi-ancestry European:100 European:66.7|South Asian:33.3
PGS004270  GenoBoost 38811555 10.1038/s414t 2024 UKB 20 269710 European:100 European:100

PGS004271  GenoBoost 38811555 10.1038/s414t 2024 UKB 20 269710 European:100 European:100

PGS004272  GenoBoost 38811555 10.1038/s414¢ 2024 UKB 100 269710 European:100 European:100

PGS004273  GenoBoost 38811555 10.1038/s414¢ 2024 UKB 110 269710 European:100 European:100

PGS004274  GenoBoost 38811555 10.1038/s414t 2024 UKB 40 269710 European:100 European:100
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PGSID PGS Deve PMID Publicaticblication Y GWAS co Trainina 1 Number of V. GWAS Sa Trainina S. Ancestry Ancestrv Ancestry Distribution (%) - PGS Evaluation

PGS00001 Genome-' 25748612 10.1016/S 2015 PennCATHWTCCC|E 27 86995 European:100 European:100

PGS00001 Genome-' 26392438 10,1093/ 2015 PennCATHARIC|BHF 50 365042 Multi-ancestry (inclu European:61.5|African:15.4|Hispanic or Latin American:15.4|Multi-ancestry (including European):7.7

PGS00001 LD thinnir 27655226 10.1093/e 2016 HPSIHSIE: MiGen|W1 49310 194427 5883 Multi-anc European: European:80|Multi-ancestry (including European):20

PGS00001 LDpred 30104762 10.1038/s 2018 HPSIHSIE: UKB 6630150 187599 120280 European European: European:d9.2|Multi-ancestry (including European):15.9|African:9 5|Hispanic or Latin American:9.5[South Asian6.3|East Asian:4.8|Not Reported:3.2|Additional Asian Ancestries:1.6
PGS00001 metaGRS 30309464 10.1016/. 2018 HPSIHSIE: UK 1745179 382026 3000 Multi-anc Multi-anc European:67.7|African-9.7|Hispanic or Latin American:9.7|Multi-ancestry (including European):9.7|Greater Middle Eastern:3.2
PGS00001 Genome-' 28456682 10.1016/j. 2017 HPSIHSIEAIPIVUSIUL! 192 187599 European:75 3|South European:100

PGS0000F Hard thre: 28223407 10.1161/C 2017 57 502601 European:52.1|Multi- Not Reported:100

PGS0000F Genome-' 30262460 10.2337/c 2018 HPSIHSIEAIPIVUSIUL! 204 1472359 European:41.1|Multi- European:100

PGS0000E Literature 30354305 10.1161/C 2018 HPSIHSIEAIPIVUSIUL! 46 540176 European:51.4|Multi- European:100

PGS00011 lassosum 32068818 10.1001/ 2020 HPSIHSIE: UKB 40079 187599 80103 European Multi-anc Mul (including Eur |European:16.

PGS0002( Genome-' 23599444 10.1161/a 2013 ADVANCE|AtheroRer 28 126029 3[south frican:22.2|Hispanic or Latin 2

PGS0002¢ LDpred 32762905 10.1016/. 2020 HPSIHSIE/ UKB|Genc 6630150 187599 8766 European South Asii South Asian:66.7|Greater Middle Eastern:33.3

PGS003Z LDpred 32273609 10.1038/s 2020 UKB FINRISK 6423165 408458 21813 European European: European:100

PGS0003: P-valuett 33020668 10.1038/s 2020 HPSIHSIEAIPIVUSIUL! 75028 652352 Not Reported:45 5[E: East Asian:85.7|Greater Middle Eastern14.3

PGS0003¢ Genome-' 32912153 10.1186/s 2020 HPSIHSIEAIPIVUSIUL! 70 589596 European:59.2|Multi- European:100

PGS00074 LD clumpi 33170024 10.1161/c 2020 HPSIHSIE/ UK 1940 187599 10000 European European: European:100

PGS0007< LD clumpi 33170024 10.1161/c 2020 HPSIHSIE/ EB 375822 187599 10000 European European: European:100

PGS0007< Genome-' 33170024 10.1161/c 2020 HPSIHSIE/ LURICIGer 3423987 187599 10000 European European: European:100
PGS00074 Genome-' 33170024 10.1161/c 2020 HPSIHSIE/ UKBIEBILL 1056021 187599 10000 European European: European:66.7|Greater Middle Eastern:33.3
157

PGS0007¢ Genome-' 31104941 10.1016/; 2019 UKBICARDIOGRAMPp 547261 Not Reported:100  Multi-ancestry (including European):100

PGS00081 Genome-' 34082474 10.1002/c 2021 UKBICARDIOGRAMp! 138 1022858 Not Reported:78|Mu European:100

PGS0008E Twosets ¢ 33844929 10.1161/c 2021 HPSIHSIEAIPIVUSIUL! 176 1716874 Not Reported:63.8Et European:100

PGS0013¢ AnnoPred 33433237 10.1161/c 2021 UKB 2994055 184305 92928 European European: European:100

PGSO017€ PRS-CS 35197564 10.1038/s 2022 HPSIHSIEAIPIVUSIUL: 1090048 187599 European:75.3[South European:100

PGS0022¢ LDpred 35591975 10.1016/; 2022 HPSIHSIE/ FinnGen 6576338 187509 175364 European European Hispanic or Latin 8.3|East Asian:8.3[South Asian:8.3
PGS0022€ metaPRS (35195259 10.1093/e 2022 BAS|CAS|BB)Other|C 540 962970 4855 East Asiar East Asian East Asian:100

PGS00277 Maximum 36459520 10.1371/c 2022 HPSIHSIE/ UKB 1059 187599 38217 European European: European:100

PGS00277 Stacked ¢l 36459520 10.1371/c 2022 HPSIHSIE/ UKB 390782 187599 38217 European European: European:100

PGS0028( Genome-' 36275420 10.1016/; 2022 UKBIADVANCE|Athe! 205 2202086 Multi-ancestry (inclu European:100

PGS0033¢ LDpred 36474045 10.1038/s 2022 HPSIHSIEAIPIVUSIUL! 1532758 187599 European:75.3/South Not Reported:50|European:50

PGS0033¢ LDpred 36474045 10.1038/s 2022 EPIC_CADIMGBBITEE 2324683 1165690 Mul lu

PGS00342 Genome-' 36576811 10.1001/: 2023 241 1165690 Multi-ancestry (inclu European:100

PGS00344 PRSice 35915156 10.1038/s 2022 MVPIBBIICARDIOGR/ 538084 959564 Hispanic or Latin

PGS00377 LDpred? 37414900 10.1038/s 2023 FinnGen|h UKB 1296172 1443386 116649 Multi-anc European Hispanic or Latin American:12.5|East Asian:12.5
PGS00377 LDpred? 37414900 10.1038/s 2023 BBJICARD UKB 1296172 1443386 116649 Multi-anc European: African:25|East Asian:25|European:25|South Asian:25

PGS0037Z LDpred2 37414900 10.1038/s 2023 CARDIOGI UKB 1125113 504636 116649 European European: European:33.3|African:16.7|East Asian:16.7|Multi-ancestry (including European):16.7|South Asian:16.7
PGS0038€ lassosumz 37852978 10.1038/s 2023 10440 547261 Not Reported:100  Greater Middle Eastern:100

PGS0041¢ LASSO 37468507 10.1038/s 2023 3892 200000 European: European:100

PGS0041¢ LASSO 37468507 10.1038/s 2023 11490 200000 European: European:100

PGS0041¢ LASSO 37468507 10.1038/s 2023 5723 200000 European: European:100

PGS0041¢ LASSO 37468507 10.1038/s 2023 6085 200000 European: European:100

PGS0042( LASSO 37468507 10.1038/s 2023 8361 200000 European: European:100

PGS0042: LDpred 34670400 10.1161/c 2021 UKB 1146511 187599 5000 European European: European:100

PGS0043( GenoBoos 38811555 10.1038/s 2024 UKB 3000 269710 European: European:100

PGS0043( GenoBoos 38811555 10.1038/s 2024 UKB 4000 269710 European: European:100

PGS0043( GenoBoos 38811555 10.1038/s 2024 UKB 4000 269710 European: European:100

PGS0043( GenoBoos 38811555 10.1038/s 2024 UKB 1500 269710 European: European:100

PGS0043( GenoBoos 38811555 10.1038/s 2024 UKB 3000 269710 European: European:100

PGS00432 Genome-' 31707849 10.1161/c 2019 7 63731 Multi-ancestry (inclu European:100

PGS0044< LDpred2 38351177 10.1038/s 2024 UKB 1059939 174489 European: European:100

PGS0044< LDpred2 38351177 10.1038/s 2024 UKB 1059939 174489 European: European:100

PGS0045] RFDisease 38351177 10.1038/s 2024 UKB 1059939 174489 European: European:100

PGS0045] RFDisease 38351177 10.1038/s 2024 UKB 1059939 174489 European: European:100

PGS004S¢ Genome-' 35862449 10.1002/c 2022 CARDIOGRAMPIuSC4 164 773268 European:100 European:100

PGS004S¢ Genome-' 36839222 10.3390/r 2023 64 187599 European:75.3[South Multi-ancestry (including European):100

PGS0046¢ PRS-CSx 38380516 10.1161/c 2024 BBJCARD MVP 1289980 1093078 87724 European European: African:20|Hispanic or Latin American:20|East Asian:20|European:20|South Asian:20
PGS0046¢ PRS-CSx 38380516 10.1161/c 2024 CARDIOGI MVP 1120251 1866346 56359 European European: African:20|Hispanic or Latin American:20|East Asian:20|European:20|South Asian:20
PGS0046¢ Pruninga 38380516 10.1161/c 2024 BBJCARD MVP 542218 1093078 87724 European European: African:20]Hispanic or Latin American:20|East Asian:20|European:20|South Asian:20
PGS00474 PRSmix 38508198 10.1016/; 2024 AllofUs 3606321 29863 European: European:100

PGS00474 PRSmix 38508198 10.1016/; 2024 G&H 7082943 35350 South Asii South Asian:100

PGS00474 PRSmixPIL 38508198 10.1016/i 2024 AllofUs 4769577 29863 European: European:100

PGS00474 PRSmixPIL 38508198 10.1016/i 2024 Ga&H 6483064 35350 South Asii South Asian:100

PGS00487 megaprs.z 38866767 10.1038/s 2024 10006 610677 63731 404 Multi-anc European: European:100

PGS0048E PRS-CS 38671457 10.1186/s 2024 MGBB 1110046 63731 53555 Multi-anc European: Multi-ancestry (including European):100

PGS0049] Genome-' 31360760 10.1016/i 2019 PROMISILOLIPOPIPe 50 170575 European:86.3[South Not Reported:100

PGS00492 Known C/ 33332181 10.1161/c 2020 UKB HPS|ITHIP 161 296525 187599 Not Repo European: European:100
PGS00497 Genome-' 37614046 10.1111/c 2023 300 63731 Multi-ancestry (inclu European:100



Trait
BMI
Height
HDL
LDL
DBP

BC
IBD
CKD
AF
CAD

Number of PGS model: Mean of Number of Varian Sample Standard Deviation of Number of Variants

93
85
90
104
51

135
20
20
37
67

900434.1075
886020.6353
985757.5714

918680.339
1370480.235

405153.2426
790519.8
692328.1

1005001.49

1201453.286

1628890.5
1684821.446
1481606.231

1403204.26
2142895.824

958592.8471
1523233.486
574070.0036
1427905.082
1964993.547



