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Research involving human participants, their data, or biological material
Policy information about studies with human participants or human data. See also policy information about sex, gender (identity/presentation),
and sexual orientation and race, ethnicity and racism.

Reporting on sex and gender

Reporting on race, ethnicity, or
other socially relevant groupings

Population characteristics

Recruitment

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.

Life sciences Behavioural & social sciences Ecological, evolutionary & environmental sciences

For a reference copy of the document with all sections, see nature.com/documents/nr-reporting-summary-flat.pdf

Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

Materials & experimental systems

n/a Involved in the study

Antibodies

Eukaryotic cell lines

Palaeontology and archaeology

Animals and other organisms

Clinical data

Dual use research of concern

Plants

Methods

n/a Involved in the study

ChIP-seq

Flow cytometry

MRI-based neuroimaging

Antibodies
Antibodies used

N/A

N/A

Japanese, Caucasian

Nonallergic healthy volunteers and volunteers with seasonal allergy symptoms around the time of seasonal pollen dispersal
were recruited at the Department of Pulmonary Medicine, Kagoshima University and the Benaroya Research Institute
Registry and Repository. Healthy subjects with no nasal clinical history and no IgE for specific Japanese cedar pollen, cypress
pollen, house dust mites, orchard grass pollen, or ragweed pollen were included as healthy controls. Subjects in cedar pollen-
induced allergic rhinitis group had typical nasal symptoms during the cedar pollen season and elevated IgE specific for
Japanese cedar pollen (0.70 UA/mL).

Protocol IRB07109-431

Sample size calculation was not performed.

No data were excluded from the analyses.

Reproducibility was confirmed by repeated experiments.

Mice were either randomly assigned to treatment groups or assigned to groups based on genotype.

Blinding was not performed.

All FACS antibodies used in this study are listed in supplementary table 2.
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Validation

Animals and other research organisms
Policy information about studies involving animals; ARRIVE guidelines recommended for reporting animal research, and Sex and Gender in
Research

Laboratory animals

Wild animals

Reporting on sex

Field-collected samples

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

Clinical data
Policy information about clinical studies
All manuscripts should comply with the ICMJEguidelines for publication of clinical research and a completedCONSORT checklist must be included with all submissions.

Clinical trial registration

Study protocol

Data collection

Outcomes

Novel plant genotypes

Seed stocks

Authentication

Plants

Flow Cytometry

Plots

Confirm that:

The axis labels state the marker and fluorochrome used (e.g. CD4-FITC).

The axis scales are clearly visible. Include numbers along axes only for bottom left plot of group (a 'group' is an analysis of identical markers).

All plots are contour plots with outliers or pseudocolor plots.

A numerical value for number of cells or percentage (with statistics) is provided.

Methodology

Sample preparation

All FACS antibodies were confirmed to exhibit a comparable pattern to the example on the manufacturer's website.

C57BL/6J was used in these experiments.

N/A

Experiments were performed on independent cohorts of male and female mice. No differences between sexes were observed and
no analyses of the influence of sex were performed.

N/A

All experiments were conducted with the approval of the Tokyo University of Science and RIKEN IMS Institutional Animal Care and
Use Committees.

N/A

Protocol IRB07109-431

Nonallergic healthy volunteers and volunteers with seasonal allergy symptoms around the time of seasonal pollen dispersal were
recruited at the Department of Pulmonary Medicine, Kagoshima University and the Benaroya Research Institute Registry and
Repository. Healthy subjects with no nasal clinical history and no IgE for specific Japanese cedar pollen, cypress pollen, house dust
mites, orchard grass pollen, or ragweed pollen were included as healthy controls. Subjects in cedar pollen-induced allergic rhinitis
group had typical nasal symptoms during the cedar pollen season and elevated IgE specific for Japanese cedar pollen (0.70 UA/mL).

N/A

Describe the methods by which all novel plant genotypes were produced. This includes those generated by transgenic approaches, 
gene editing, chemical/radiation-based mutagenesis and hybridization. For transgenic lines, describe the transformation method, the 
number of independent lines analyzed and the generation upon which experiments were performed. For gene-edited lines, describe 
the editor used, the endogenous sequence targeted for editing, the targeting guide RNA sequence (if applicable) and how the editor 
was applied.

Report on the source of all seed stocks or other plant material used. If applicable, state the seed stock centre and catalogue number. If 
plant specimens were collected from the field, describe the collection location, date and sampling procedures.

Describe any authentication procedures for each seed stock used or novel genotype generated. Describe any experiments used to 
assess the effect of a mutation and, where applicable, how potential secondary effects (e.g. second site T-DNA insertions, mosiacism, 
off-target gene editing) were examined.

Spleen and dLNs were collected, cut into small pieces, and digested in 10% FBS in RPMI containing 100mg/ml Liberase TL
(Roche) and 100mg/ml DNase I (Roche) for 30min at 37°C and 200rpm in a shaking incubator. Skin cells were prepared from




