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[bookmark: _Toc173129440]Supplementary figure S1: Extended-Spectrum β-Lactamase-Enterobacterales (ESBL-E) count (in log10CFU/mL) in hospital wastewaters. ICU= Intensive Care Unit, MAT= Maternity, NEO= Neonatology, URO= Urology, NEU= Neurology EMER= Emergency, SURG= Surgery, INF= Influent, EFF= Effluent and KESC= Klebsiella, Enterobacter, Serratia and Citrobacter.

  





Supplementary table S1:  Resistance patterns of ESBL-E. coli
Resistance pattern 
No ATB
No families
HP
   HEV
 HWW
AMC-ATM-CHL-CIP-CN-CTX-FEP-FOS-FOX-MEM-LEV-SXT/TMP-TET
13
7
1
0
0
AMC-ATM-CHL-CIP-CN-CTX-FEP-FOS-FOX-LEV-SXT/TMP-TET
12
7
3
0
2
AMC-ATM-CHL-CIP-CN-CTX-FEP-FOX-MEM-LEV-SXT/TMP-TET
12
6
0
0
1
AMC-ATM-CHL-CIP-CTX-FEP-FOS-FOX-MEM-LEV-SXT/TMP-TET
12
6
1
0
0
AMC-ATM-CHL-CIP-CN-CTX-FEP-FOX-LEV-SXT/TMP-TET
11
6
1
0
0
AMC-ATM-CHL-CIP-CN-CTX-FEP-FOS-FOX-SXT/TMP-TET
11
7
1
0
0
AMC-ATM-CHL-CIP-CN-CTX-FEP-MEM-LEV-SXT/TMP-TET
11
6
0
0
2
AMC-ATM-CHL-CIP-CTX-FEP-FOS-FOX-LEV-SXT/TMP-TET
11
6
1
0
0
AMC-ATM-CHL-CIP-CTX-FEP-FOX-MEM-LEV-SXT/TMP-TET
11
5
0
0
1
AMC-ATM-CIP-CN-CTX-FEP-FOS-FOX-LEV-SXT/TMP-TET
11
6
3
0
0
AMC-ATM-CIP-CN-CTX-FEP-FOX-MEM-LEV-SXT/TMP-TET
11
5
0
1
3
AMC-ATM-CIP-CTX-FEP-FOS-FOX-MEM-LEV-SXT/TMP-TET
11
5
0
0
1
AMC-ATM-CHL-CIP-CN-CTX-FEP-FOS-FOX-TET
10
5
1
0
0
AMC-ATM-CHL-CIP-CN-CTX-FEP-LEV-SXT/TMP-TET
10
6
0
0
2
AMC-ATM-CHL-CIP-CTX-FEP-FOS-FOX-SXT/TMP-TET
10
6
1
0
0
AMC-ATM-CIP-CN-CTX-FEP-FOS-FOX-LEV-SXT/TMP
10
5
0
0
1
AMC-ATM-CIP-CN-CTX-FEP-FOS-FOX-SXT/TMP-TET
10
6
0
0
1
AMC-ATM-CIP-CN-CTX-FEP-FOS-LEV-SXT/TMP-TET
10
6
1
0
0
AMC-ATM-CIP-CN-CTX-FEP-FOX-LEV-SXT/TMP-TET
10
5
1
0
2
AMC-ATM-CIP-CTX-FEP-FOS-FOX-LEV-SXT/TMP-TET
10
5
2
0
0
AMC-ATM-CIP-CTX-FEP-FOX-MEM-LEV-SXT/TMP-TET
10
4
0
1
3
AMC-ATM-CHL-CIP-CTX-FEP-FOX-SXT/TMP-TET
9
5
0
0
1
AMC-ATM-CHL-CIP-CTX-FEP-LEV-SXT/TMP-TET
9
5
0
1
0
AMC-ATM-CIP-CN-CTX-FEP-FOS-LEV-TET
9
5
1
0
0
AMC-ATM-CIP-CN-CTX-FEP-FOX-LEV-SXT/TMP
9
4
1
0
0
AMC-ATM-CIP-CN-CTX-FEP-FOX-SXT/TMP-TET
9
5
0
1
0
AMC-CHL-CIP-FEP-FOS-FOX-LEV-SXT/TMP-TET
9
6
1
0
0
AMC-ATM-CIP-CTX-FEP-FOX-LEV-SXT/TMP-TET
9
4
1
1
5
AMC-ATM-CHL-CIP-CTX-FEP-SXT/TMP-TET
8
5
0
1
0
AMC-ATM-CIP-CTX-FEP-LEV-SXT/TMP-TET
8
4
4
1
5
AMC-ATM-CHL-CTX-FEP-FOX-MEM-TET
8
3
0
0
1
AMC-ATM-CHL-CTX-FEP-FOX-SXT/TMP-TET
8
4
0
0
1
AMC-ATM-CHL-CTX-FEP-SXT/TMP-TET
7
4
0
1
0
AMC-ATM-CHL-CIP-CTX-FEP-TET
7
4
1
0
0
AMC-ATM-CIP-CTX-FEP-LEV-TET
7
3
0
0
3
AMC-ATM-CIP-CTX-FEP-SXT/TMP-TET
7
4
0
0
1
AMC-ATM-CTX-FEP-FOS-SXT/TMP-TET
7
4
0
0
1
Nº=Number, HP=Hospitalized patients, ATB=Antibiotics, HEV=Hospital Environment, HWW=Hospital wastewater. AMC=amoxicillin-clavulanic acid, FEP=cefepime, CTX=cefotaxime, ATM=aztreonam, TET=tetracycline, SXT/TMP=trimethoprim-sulfamethoxazole, CIP=ciprofloxacin, LEV=levofloxacin, FOX=cefoxitin, CN=gentamicin, CHL= chloramphenicol, MEM=meropenem, and FOS=Fosfomycin.





Supplementary table S2:  Resistance patterns of ESBL-K. pneumoniae

Resistance pattern
Nº ATB
Nº families

HP

HEV

HWW
AMC-ATM-CHL-CIP-CN-CTX-FEP-FOS-FOX-MEM-LEV-SXT/TMP-TET
13
7
4
0
3
AMC-ATM-CHL-CIP-CN-CTX-FEP-FOS-FOX-LEV-SXT/TMP-TET
12
7
3
0
2
AMC-ATM-CHL-CIP-CN-CTX-FEP-FOS-FOX-MEM-LEV-TET
12
6
1
0
0
AMC-ATM-CIP-CN-CTX-FEP-FOS-FOX-MEM-LEV-SXT/TMP-TET
12
6
1
0
1
AMC-ATM-CHL-CIP-CN-CTX-FEP-FOX-MEM-LEV-SXT/TMP-TET
12
6
3
2
4
AMC-ATM-CHL-CIP-CTX-FEP-FOS-FOX-MEM-LEV-SXT/TMP-TET
12
7
0
1
0
AMC-ATM-CHL-CIP-CN-CTX-FEP-FOX-MEM-SXT/TMP-TET
11
6
0
0
1
AMC-ATM-CHL-CIP-CN-CTX-FEP-MEM-LEV-SXT/TMP-TET
11
7
0
0
1
AMC-ATM-CHL-CIP-CTX-FEP-FOS-FOX-LEV-SXT/TMP-TET
11
6
0
0
1
AMC-ATM-CHL-CIP-CN-CTX-FEP-FOS-FOX-SXT/TMP-TET
11
7
1
0
0
AMC-ATM-CHL-CIP-CN-CTX-FEP-FOS-LEV-SXT/TMP-TET
11
7
2
0
0
AMC-ATM-CHL-CIP-CN-CTX-FEP-FOX-LEV-SXT/TMP-TET
11
6
3
0
0
AMC-ATM-CHL-CIP-CTX-FEP-FOX-MEM-LEV-SXT/TMP-TET
11
5
1
2
4
AMC-ATM-CHL-CN-CTX-FEP-FOX-MEM-LEV-SXT/TMP-TET
11
6
1
0
0
AMC-ATM-CIP-CN-CTX-FEP-FOS-FOX-LEV-SXT/TMP-TET
11
5
2
0
0
AMC-ATM-CIP-CN-CTX-FEP-FOX-MEM-LEV-SXT/TMP-TET
11
5
1
1
2
AMC-ATM-CIP-CTX-FEP-FOS-FOX-MEM-LEV-SXT/TMP-TET
11
5
0
0
1
AMC-ATM-CHL-CN-CTX-FEP-FOS-FOX-SXT/TMP-TET
10
6
1
0
0
AMC-ATM-CHL-CIP-CTX-FEP-FOX-LEV-SXT/TMP-TET
10
5
0
1
0
AMC-ATM-CIP-CN-CTX-FEP-FOS-FOX-SXT/TMP-TET
10
6
0
0
1
AMC-ATM-CIP-CTX-FEP-FOX-MEM-LEV-SXT/TMP-TET
10
4
0
2
2
AMC-ATM-CIP-CN-CTX-FEP-FOS-LEV-SXT/TMP-TET
10
6
0
0
1
AMC-ATM-CIP-CN-CTX-FEP-FOX-LEV-SXT/TMP-TET
10
5
0
0
1
AMC-ATM-CN-CTX-FEP-FOS-FOX-LEV-SXT/TMP-TET
10
6
1
0
0
AMC-ATM-CIP-CTX-FEP-FOS-FOX-LEV-SXT/TMP-TET
10
5
2
1
0
AMC-ATM-CHL-CIP-CTX-FEP-FOX-LEV-TET
9
4
0
1
0
AMC-ATM-CHL-CN-CTX-FEP-FOS-SXT/TMP-TET
9
6
1
0
0
AMC-ATM-CHL-CIP-CTX-FEP-LEV-SXT/TMP-TET
9
5
0
1
0
AMC-ATM-CIP-CN-CTX-FEP-LEV-SXT/TMP-TET
9
5
1
1
1
AMC-ATM-CIP-CTX-FEP-FOS-FOX-SXT/TMP-TET
9
5
0
0
1
AMC-ATM-CN-CTX-FEP-FOX-LEV-SXT/TMP-TET
9
5
0
1
0
AMC-ATM-CIP-CTX-FEP-FOS-LEV-SXT/TMP-TET
9
5
0
1
2
AMC-ATM-CIP-CTX-FEP-FOX-LEV-SXT/TMP-TET
9
4
0
7
1
AMC-ATM-CIP-CN-CTX-FEP-SXT/TMP-TET
8
5
0
0
1
AMC-ATM-CIP-CTX-FEP-FOX-SXT/TMP-TET
8
4
0
1
2
AMC-ATM-CIP-CTX-FEP-LEV-SXT/TMP-TET
8
4
0
1
5
AMC-ATM-CIP-CTX-FEP-MEM-SXT/TMP-TET
8
4
0
0
1
AMC-ATM-CN-CTX-FEP-MEM-SXT/TMP-TET
8
4
0
1
0
AMC-ATM-CIP-CTX-FEP-FOS-SXT/TMP
7
4
0
1
0
AMC-ATM-CHL-CTX-FEP-SXT/TMP-TET
7
4
0
1
0
AMC-ATM-CIP-CTX-FEP-LEV-SXT/TMP
7
3
0
0
1
AMC-ATM-CIP-CTX-FEP-SXT/TMP-TET
7
4
0
1
1
AMC-ATM-CTX-FEP-FOX-SXT/TMP-TET
7
3
0
2
0
AMC-CIP-CTX-FEP-FOX-LEV-TET
7
3
1
0
0
AMC-ATM-CN-CTX-FEP-TET
6
3
0
1
0
AMC-ATM-CTX-FEP-FOX-SXT/TMP
6
2
0
0
1
AMC-ATM-CTX-FEP-SXT/TMP-TET
6
3
0
3
0
AMC-CTX-FEP-LEV-SXT/TMP-TET
6
4
1
0
0






Nº=Number, ATB=Antibiotics, HP=Hospitalized patients, HEV=Hospital Environment, HWW=Hospital wastewater. AMC=amoxicillin-clavulanic acid, FEP=cefepime, CTX=cefotaxime, ATM=aztreonam, TET=tetracycline, SXT/TMP=trimethoprim-sulfamethoxazole, CIP=ciprofloxacin, LEV=levofloxacin, FOX=cefoxitin, CN=gentamicin, CHL= chloramphenicol, MEM=meropenem, and FOS=Fosfomycin.
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 [bookmark: _Toc173129675]Supplementary table S3: β-lactamase gene combination frequency in ESBL-E. coli and ESBL-K. pneumoniae
β-Lactamase gene combination present
Source

Total

Hospitalized patient
Hospital environment
Wastewater


ESBL-Escherichia coli






At least one ESBL gene
21/26
10/11
36/38
67/75
blaCTX-M + blaSHV
0
1
2
3
blaCTX-M + blaTEM
9
4
21
34
blaCTX-M + blaTEM + blaSHV
4
0
0
4

ESBL-Klebsiella pneumoniae

At least one ESBL gene
26/31
28/34
33/42
87/107
blaTEM + blaSHV
2
0
0
2
blaCTX-M + blaSHV
3
6
1
10
blaCTX-M + blaTEM
7
9
16
32
blaCTX-M + blaTEM + blaSHV
12
10
9
31




[bookmark: _Toc173129676]Supplementary table S4: Plasmid-Mediated Quinolone Resistance (PMQR) gene combination frequency detected among ciprofloxacin-resistant ESBL-E. coli and ESBL-K. pneumoniae

PMQR gene combinations
Hospitalized patient
Hospital environment
Wastewater
Total

Escherichia coli

At least one PMQR gene
21/26
5/7
29/34
55/67
oqxA + oqxB
1
0
0
1
oqxB + qepA
0
0
1
1
qnrB + qnrS
1
0
0
1
aac(6')-Ib-cr + oqxA
1
1
0
2
aac(6')-Ib-cr + oqxB
0
0
1
1
aac(6')-Ib-cr + qepA
1
0
0
1
aac(6')-Ib-cr + qnrA + qepA
1
0
0
1
aac(6')-Ib-cr + qnrB
2
0
4
6
aac(6')-Ib-cr + qnrB + oqxA
1
0
0
1
aac(6')-Ib-cr + qnrB + qnrS
2
0
0
2
aac(6')-Ib-cr + qnrS
0
0
7
7
aac(6')-Ib-cr + qnrS + oqxA + oqxB + qepA
1
0
0
1

Klebsiella pneumoniae

At least one PMQR gene
22/26
22/26
36/41
80/93
oqxA + oqxB
1
0
2
3
qnrB + oqxA
0
0
5
5
qnrB + oqxA + oqxB
2
0
0
2
qnrB + oqxB
0
0
1
1
qnrB + qnrS
0
0
[bookmark: _GoBack]1
1
qnrS + oqxA
0
0
2
2
qnrS + oqxA + oqxB
0
1
1
2
qnrS + oqxB
0
2
0
2
aac(6')-Ib-cr + oqxA
1
1
3
5
aac(6')-Ib-cr + oqxA + oqxB
2
1
1
4
aac(6')-Ib-cr + oqxB
0
0
1
1
aac(6')-Ib-cr + qnrB
2
1
3
6
aac(6')-Ib-cr + qnrB + oqxA
3
2
4
9
aac(6')-Ib-cr + qnrB + oqxA + oqxB
1
1
0
2
aac(6')-Ib-cr + qnrB + oqxA + oqxB + qepA
0
1
0
1
aac(6')-Ib-cr + qnrB + oqxB
1
4
0
5
aac(6')-Ib-cr + qnrB + qnrS + oqxA
0
0
2
2
aac(6')-Ib-cr + qnrS
1
0
1
2
aac(6')-Ib-cr + qnrS + oqxA
4
2
0
6
aac(6')-Ib-cr + qnrS + oqxA + oqxB
1
6
0
7
aac(6')-Ib-cr + qnrS + oqxB 
1
0
0
1



Supplementary table S5: Frequency of ESBL and PMQR gene combination in ciprofloxacin-resistant ESBL-E. coli
Frequency of ESBL and PMQR gene combination
Patient
HEV
HWW
Total
At least one ESBL and one PMQR gene
19/26
5/7
29/34
53/67
 blaTEM + aac(6')-Ib-cr
1
0
0
1
 blaTEM + qnrA
1
0
0
1
blaCTX-M + aac(6')-Ib-cr
2
1
4
7
blaCTX-M + aac(6')-Ib-cr + qnrA + qepA
1
0
0
1
blaCTX-M + aac(6')-Ib-cr + qnrB
1
0
0
1
blaCTX-M + aac(6')-Ib-cr + qnrB + qnrS
1
0
0
1
blaCTX-M + aac(6')-Ib-cr + qnrS
0
0
4
4
blaCTX-M + blaSHV + aac(6')-Ib-cr + oqxA
0
1
0
1
blaCTX-M + blaSHV + aac(6')-Ib-cr + qnrS
0
0
2
2
blaCTX-M + blaTEM + aac(6')-Ib-cr
2
2
6
10
blaCTX-M + blaTEM + aac(6')-Ib-cr + oqxB
0
0
1
1
blaCTX-M + blaTEM + aac(6')-Ib-cr + qepA
1
0
0
1
blaCTX-M + blaTEM + aac(6')-Ib-cr + qnrB
1
0
4
5
blaCTX-M + blaTEM + aac(6')-Ib-cr + qnrB + oqxA
1
0
0
1
blaCTX-M + blaTEM + aac(6')-Ib-cr + qnrB + qnrS
1
0
0
1
blaCTX-M + blaTEM + aac(6')-Ib-cr + qnrS
0
0
1
1
blaCTX-M + blaTEM + blaSHV + aac(6')-Ib-cr + oqxA
1
0
0
1
blaCTX-M + blaTEM + blaSHV + aac(6')-Ib-cr + qnrS + oqxA + oqxB + qepA
1
0
0
1
blaCTX-M + blaTEM + blaSHV + oqxA
1
0
0
1
blaCTX-M + blaTEM + blaSHV + oqxA + oqxB
1
0
0
1
blaCTX-M + blaTEM + oqxB + qepA
0
0
1
1
blaCTX-M + blaTEM + qepA
0
0
3
3
blaCTX-M + blaTEM + qnrB
1
0
1
2
blaCTX-M + blaTEM + qnrS
0
1
0
1
blaCTX-M + qepA
0
0
2
2
blaCTX-M + qnrB + qnrS
1
0
0
1



Supplementary table S6: Frequency of ESBL and PMQR gene combination in ciprofloxacin-resistant ESBL-Klebsiella pneumoniae
Frequency of ESBL and PMQR gene combination
Patient
HEV
HWW
Total

At least one ESBL and one PMQR gene
24/26
21/26
30/41
75/93

 blaSHV + aac(6')-Ib-cr + qnrB + qnrS + oqxA
0
0
1
1

 blaTEM + blaSHV + aac(6’)-Ib-cr+ qnrS + oqxA
1
0
0
1

 blaTEM + blaSHV + aac(6’)-Ib-cr+ qnrS + oqxA + oqxB
1
0
0
1

blaCTX-M + aac(6’)-Ib-cr+ qnrB
0
1
0
1

blaCTX-M + aac(6’)-Ib-cr+ qnrB + qnrS + oqxA
0
0
1
1

blaCTX-M + aac(6’)-Ib-cr+ qnrS
1
0
0
1

blaCTX-M + blaSHV + aac(6’)-Ib-cr+ oqxA + oqxB
1
1
0
2

blaCTX-M + blaSHV + aac(6’)-Ib-cr+ qnrB + oqxA
0
0
1
1

blaCTX-M + blaSHV + aac(6’)-Ib-cr+ qnrS + oqxA
0
1
0
1

blaCTX-M + blaSHV + aac(6’)-Ib-cr+ qnrS + oqxA + oqxB
0
2
0
2

blaCTX-M + blaSHV + oqxA + oqxB
1
0
0
1

blaCTX-M + blaSHV + qnrB + oqxA + oqxB
1
0
0
1

blaCTX-M + blaTEM + aac(6’)-Ib-cr+ oqxA
1
0
2
3

blaCTX-M + blaTEM + aac(6’)-Ib-cr+ oqxA + oqxB
1
0
0
1

blaCTX-M + blaTEM + aac(6’)-Ib-cr+ oqxB
0
0
1
1

blaCTX-M + blaTEM + aac(6’)-Ib-cr+ qnrB
1
0
3
4

blaCTX-M + blaTEM + aac(6’)-Ib-cr+ qnrB + oqxA
0
0
1
1

blaCTX-M + blaTEM + aac(6’)-Ib-cr+ qnrB + oqxA + oqxB
0
1
0
1

blaCTX-M + blaTEM + aac(6’)-Ib-cr+ qnrB + oqxA + oqxB + qepA
0
1
0
1

blaCTX-M + blaTEM + aac(6’)-Ib-cr+ qnrB + oqxB
2
3
0
5

blaCTX-M + blaTEM + aac(6’)-Ib-cr+ qnrS + oqxB
1
0
0
1

blaCTX-M + blaTEM + blaSHV + aac(6’)-Ib-cr+ oqxA
0
1
1
2

blaCTX-M + blaTEM + blaSHV + aac(6’)-Ib-cr+ oqxA + oqxB
1
0
1
2

blaCTX-M + blaTEM + blaSHV + aac(6’)-Ib-cr+ qnrB
1
0
0
1

blaCTX-M + blaTEM + blaSHV + aac(6’)-Ib-cr+ qnrB + oqxA
3
1
2
6

blaCTX-M + blaTEM + blaSHV + aac(6’)-Ib-cr+ qnrB + oqxA + oqxB
1
0
0
1

blaCTX-M + blaTEM + blaSHV + aac(6’)-Ib-cr+ qnrB + oqxB
1
1
0
2

blaCTX-M + blaTEM + blaSHV + aac(6’)-Ib-cr+ qnrS
0
0
1
1

blaCTX-M + blaTEM + blaSHV + aac(6’)-Ib-cr+ qnrS + oqxA
3
1
0
4

blaCTX-M + blaTEM + blaSHV + aac(6’)-Ib-cr+ qnrS + oqxA + oqxB
1
4
0
5

blaCTX-M + blaTEM + blaSHV + oqxB
0
0
1
1

blaCTX-M + blaTEM + blaSHV + qnrB + oqxA
0
0
3
3

blaCTX-M + blaTEM + blaSHV + qnrB + oqxA + oqxB
1
0
0
1

blaCTX-M + blaTEM + blaSHV + qnrS + oqxA + oqxB
0
1
0
1

blaCTX-M + blaTEM + oqxA
0
0
2
2

blaCTX-M + blaTEM + oqxA + oqxB
0
0
2
2

blaCTX-M + blaTEM + oqxB
0
0
1
1

blaCTX-M + blaTEM + qnrB + oqxA
0
0
1
1

blaCTX-M + blaTEM + qnrB + qnrS
0
0
1
1

blaCTX-M + blaTEM + qnrS + oqxA + oqxB
0
0
1
1

blaCTX-M + blaTEM + qnrS + oqxB
0
2
0
2

blaCTX-M + qnrB + oqxB
0
0
1
1

blaCTX-M + qnrS + oqxA
0
0
2
2



	Targeted genes
	Primers names
	
Sequence (5’-3’)
	Amplicon size (bp)
	Annealing Temp.
	
Ref.

	blaCTX-M
	CTX-MU1
CTX-MU2
	CGATGTGCAGTACCAGTAA
TTAGTGACCAGAATCAGCGG
	585 
	47 °C
	[1]

	blaTEM
	TEM-F
TEM-R
	CATTTCCGTGTCGCCCTTATTC
CCAATGCTTAATCAGTGAGGC
	846 
	47 °C
	[2]

	blaSHV
	SHV-F
SHV-R
	AGCCGCTTGAGCAAATTAAAC
GTTGCCAGTGCTCGATCAGC
	786
	58.8 °C
	[2]

	qnrA
	qnrA-F
qnrA -R
	ATTTCTCACGCCAGGATTTG
GATCGGCAAAGGTTAGGTCA
	516
	55 °C
	[3]

	qnrB
	qnrB-F
qnrB -R
	GATCGTGAAAGCCAGAAAGG
ACGATGCCTGGTAGTTGTCC
	469
	55 °C
	[3]

	qnrS
	qnrS-F
qnrS -R
	ACGACATTCGTCAACTGCAA
TAAATTGGCACCCTGTAGGC
	417
	55 °C
	[3]

	aac(6')-Ib-cr
	aac(6')-Ib-F
aac(6')-Ib-R
	TTGCGATGCTCTATGAGTGGCTA
CTCGAATGCCTGGCGTGTTT
	482
	48 °C
	[4]

	oqxA
	oqxA-F
oqxA-R
	CTCGGCGCGATGATGCT
CCACTCTTCACGGGAGACGA
	392
	56 °C
	[5]

	oqxB
	oqxB-F
oqxB-R
	TTCTCCCCCGGCGGGAAGTAC 
CTCGGCCATTTTGGCGCGTA
	512
	48 °C
	[5]

	qepA
	qepA-F
qepA-R
	GCAGGTCCAGCAGCGGGTAG
CTTCCTGCCCGAGTATCGTG
	199
	57 °C
	 [6]

	ERIC
	ERIC 1F
ERIC 2R
	ATGTAAGCTCCTGGGGATTCAC AAGTAAGTGACTGGGGTGAGCG
	variable
	60 °C
	[7]


Supplementary Table S7: List of primers used for the detection of resistance genes and clonal relatedness.  
bp=base pair, Temp=Temperature, Ref=Reference.E1
E2
E3
E4
E5
E6
E7
E8
E9
E10
E11
E12

Figure 9: Genetic relatedness of ESBL-E. coli (n=66) isolated from hospitalized patients, 
the hospital environment and wastewaters of two healthcare centers of Yaoundé, Cameroon.
H1=Yaoundé Central Hospital, H2=Yaoundé University Teaching Hospital, ICU=Intensive Care Unit
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ID code Hospital

Source

Ward

Sample

Collection

date
HWW13  H1  Wastewater Urology/Neurology  Wastewater 07/03/2024
HP18 H1 Patient Neonatalogy Blood  01/03/2024
HP13 H1 Patient Icu Urine  26/02/2024
HE13 H1  Environment Cardiology Table 120212024
HWW47  H1  Wastewater Urology/Neurology ~ Wastewater 01/04/2024
HP20 H2 Patient Medicine Urine  20/03/2024
HWW11  H1  Wastewater Urology/Neurology ~ Wastewater 07/03/2024
HE27 H1  Environment Materity Table 010412024
HP28 H1 Patient Surgery Pus  26103/2024
HP27 H1 Patient Surgery Pus  26/03/2024
HWW75  H2  Wastewater Effluent Wastewater 03/04/2024
HWW69  H2  Wastewater Influent Wastewater 03/04/2024
HP15 H1 Patient Neonatalogy Blood  27/02/2024
HWW64  H2  Wastewater Emergency Wastewater 03/04/2024
HWW57  H1  Wastewater Surgery Wastewater 01/04/12024
HP10 H1 Patient Cardiology Catheter  19/02/2024
HP9 H1 Patient Emergency Blood  17/02/2024
HP4 H2 Patient Medicine Catheter  05/03/2024
HP3 H2 Patient Hemodialysis Catheter  2/02/2024
HP17 H1 Patient Neurology Catheter  27/02/2024
HP7 H1 Patient Emergency Blood  13/02/2024
HP6 H2 Patient Hemodialysis Catheter  19/03/2024
HP26 H1 Patient Emergency Utine 1410312024
HP8 H1 Patient Medicine Stool 1410212024
HP1 H2 Patient Emergency Urine  15/0212024
HP12 H1 Patient Urology Utine 2210212024
HP5 H2 Patient Medicine Catheter  05/03/2024
HP11 H1 Patient Emergency Blood  19/02/2024
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ID code Hospital

Source

Ward

Sample

Collection

date
HWW13  H1  Wastewater Urology/Neurology  Wastewater 07/03/2024
HP18 H1 Patient Neonatalogy Blood  01/03/2024
HP13 H1 Patient Icu Urine  26/02/2024
HE13 H1  Environment Cardiology Table 120212024
HWW47  H1  Wastewater Urology/Neurology ~ Wastewater 01/04/2024
HP20 H2 Patient Medicine Urine  20/03/2024
HWW11  H1  Wastewater Urology/Neurology ~ Wastewater 07/03/2024
HE27 H1  Environment Materity Table 010412024
HP28 H1 Patient Surgery Pus  26103/2024
HP27 H1 Patient Surgery Pus  26/03/2024
HWW75  H2  Wastewater Effluent Wastewater 03/04/2024
HWW69  H2  Wastewater Influent Wastewater 03/04/2024
HP15 H1 Patient Neonatalogy Blood  27/02/2024
HWW64  H2  Wastewater Emergency Wastewater 03/04/2024
HWW57  H1  Wastewater Surgery Wastewater 01/04/12024
HP10 H1 Patient Cardiology Catheter  19/02/2024
HP9 H1 Patient Emergency Blood  17/02/2024
HP4 H2 Patient Medicine Catheter  05/03/2024
HP3 H2 Patient Hemodialysis Catheter  2/02/2024
HP17 H1 Patient Neurology Catheter  27/02/2024
HP7 H1 Patient Emergency Blood  13/02/2024
HP6 H2 Patient Hemodialysis Catheter  19/03/2024
HP26 H1 Patient Emergency Utine 1410312024
HP8 H1 Patient Medicine Stool 1410212024
HP1 H2 Patient Emergency Urine  15/0212024
HP12 H1 Patient Urology Utine 2210212024
HP5 H2 Patient Medicine Catheter  05/03/2024
HP11 H1 Patient Emergency Blood  19/02/2024
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