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Supplementary Figure 2: Phyletic analysis of NUDIX Domain proteins. The amino acid
sequences of different NUDIX domain proteins were alighed and a molecular evolutionary tree was
constructed using ‘Clustal Omega’ and ‘Clustal W2 Phylogeny’ and MEGA 6.06. The phyletic tree
was derived by using sequences which were sourced from NCBI data bank with accession numbers
as shown in the parentheses for each organism. NUDIX proteins targeted to peroxisomes are
labeled with red circle, while the chloroplast and mitochondria targeted proteins are marked with

green and blue circles respectively.



