
 

Gene ID- 

LmjF. Function Start                NUDIX domain box               End 

   

31.2950 Mutt/NUDIX family  194 QRRKESKVLT LLSGFVLHGES-AEETVRREVEEESG ARVSKVRY 236 

32.2440 

Mitochondrial RNA 

binding complex  208 PPDIPPISLK TPGKWTLLYEQ-YKEAAIRTLWEETG ITVEAGNV 250 

36.0300 Mutt-NUDIX- hydrolase  124 --GSHKSEMS FPGGHVDDDET-LRNAAQRETLEEVG LPPSEYEI 164 

36.3660 NUDIX hydrolase 3  89 --PVDSVCLE FPAGLVDDNEN-AGQAAIREMHEETG FVVDETDI 129 

20.0380 hypothetical protein 54 KARFMPGVYV FPGGGIEGSDYAAATHYLAEHY---N LHLQDAAD 94 

07.0335 NUDIX family hydrolase 164 -VRRWSGQIV FPGGRRDPDDHDDFDTVCRTTYEEIG FPLQHH-- 204 

05.0090 NUDIX hydrolase 2 26 TDH---FQC- VQGGI-EAYDVDIRLAALREVEEEIR L-KPQD-- 60 

32.1530 NUDIX hydrolase 

dihydroneopterin 

triphosphate 

pyrophosphohydrolase 

 35 TSNVKFRQT- VQGGS-EGDESPQKTAQ-RETWEEIG VDLDKD-- 73 

 32.1540  60 ESNKCYRQT- VQGGSLEG-ETPMQTAA-NEAWEEIG LDLAKD-- 98 

 
 Supplementary Table 1: Partial sequence alignment of different NUDIX domain 

 proteins from L. major: Amino acid sequence alignment of nine NUDIX domain box 

 proteins from L. major showing conserved residues (shown in bold) of 23 amino acid  

 NUDIX domain box. 

 

 


