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Supplementary Figure S1: Purity verification of the prepared enzyme by SDS-PAGE.
Lane M represent the protein marker.
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Supplementary Figure S2: Sequence logos of Microbial Transglutaminase
Amino acid frequencies of 11 residues around the mutation points are represented as sequence logos. The logos were prepared using the WebLogo3 software[34].
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(B) Negative effect
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