Table 2. detailing the amino acid sequence regions of the wild type nanobody structure. The framework regions (FWRs) and complementarity-determining regions (CDRs) are specified with their residue ranges and corresponding sequences.(Aminoacides depicted is single code format)

	Region
	 Residue Range with Aho numbering Positions
	Sequence

	FWR1
	1–23
	EVQLVESGGGLVQPGGSLRLSC

	CDR1
	24–42
	AASGFTFDDYGMS

	FWR2
	43–56
	WVRQAPGKWLEWVS

	CDR2
	57–68
	DISWNGGSTY

	FWR3
	69–106
	YADSVKGRFTISRDNAVENTLYLQMNSLKPDDTAVYYC

	CDR3
	107–138
	AKMGEGGGWGANDY

	FWR4
	139–149
	WGQGTQVTVSS



