Table s1 siRNA target sequences (5'-3")

RNA oligo names
sIMETTL1-#1
sIMETTL1-#2
siWDR4-#1
siWDR4-#2

siNC

Table s2 primers for RT-qPCR (5'-3")
Primer names
humanMETTL1-forward
humanMETTLI1-reverse
humanWDR4-forward
humanWDR4-reverse
humanGAPDH-forward
humanGAPDH-reverse
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Sequence
GAUGACCCAAAGGAUAAGAAATT
AAAUGAGUGCACAUCCAGUCGTT
AUCAGACGCUUACUGUCAUCGTT
UCUAACAGCAUAGACAGGUGCTT
UUCUCCGAACGUGUCACGUTT

Sequence
TGGCTTCCAGAACATCGCCTGT
TGTCCGCTTGAAATGTGGGTCG
CGTCTACTCCTTTTCGGTGCTG
GCAGTGAGGATGAAGCGGTCAT
ATCACCATCTTCCAGGAGCGA
CCTTCTCCATGGTGGTGAAGAC
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Figure S1. Analysis of METTL1/WDR4 and cytokine expression in prostate cancer. (A) The

heatmap of cytokine expression in prostate cancer and normal tissues. (B) Correlation between

METTLI1 expression and prostate cancer-associated cytokines. (C) Correlation between WDR4

expression and prostate cancer-associated cytokines.
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