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Fig.S1 The result of bacterial fluid detection of carrier construction in IR-NcRBOHC1-RI, IR-NcFER1-RI, pIR-NcRBOHC1 and pIR-NcFER1 
Table S1 Primers with homology arms of IR-NcFER1 -RI, IR-NcRbohC1-RI and pIR-NcFER1.
	Primer name
	Gene ID
	Primer sequence (5’ to 3’)

	pIR-NcFER1-F
	LOC116262369
	GTGTGG TCTAGAGCG

ATGCAGAGACCATCTTCTTCTCG

	pIR-NcFER1-R
	LOC116262369
	GGTACC GGATCCC

GCTCAGCGGCCCTTTGGATTAAC

	IR- NcFER1-RI-F
	LOC116262369
	AATCTGAATTCGTCGACAAGCTT

GGACTCTGGCTCACCCTATGCT

	IR- NcFER1-RI-R
	LOC116262369
	TAGCCTAGGCTCGAGAAGCTT

CGCGTATTGATGGAAGGGCT

	pIR-NcRbohC1-F
	LOC116247772
	GTGTGG TCTAGAGCG

ATGGGGTTGGACGACGGGAA

	pIR-NcRbohC1-R
	LOC116247772
	GGTACC GGATCCC

TCAAAAGTTCTCCTTGTGGAAGTCG

	IR-NcRbohC1-RI-F
	LOC116247772
	AATCTGAATTCGTCGACAAGCTT

CCAAGCCAATCAGTAGCAC

	IR-NcRbohC1-RI-R
	LOC116247772
	TAGCCTAGGCTCGAGAAGCTT

ACGCAGTAGCCCATAACAT


Note: The bold part of table is the homologous fragment sequence of IL-60 vector and enzyme restriction site sequence. The pIR-X vector were subjected EcoR Ⅰ and BamH Ⅰ as double enzyme digestion, the IR-X-RI vector was subjected Hind Ⅲ as single enzyme digestion. 

Table S2 The primers of Fluorescence quantitative

	Primerr name
	Gene ID
	Primer sequence (5’ to 3’)

	qNcRbohC1-F
	LOC116247772
	CCAAGCCAATCAGTAGCAC

	qNcRbohC1-R
	LOC116247772
	ACGCAGTAGCCCATAACAT 

	qNcFER1-F
	LOC116262369
	GGTCAATGAAACATCCGGTAACC

	qNcFER1-R
	LOC116262369
	GGGCGATAATGGTGTCCACTT

	Actin-F
	
	ATGTGGCACTGGACTATGAGC

	Actin-R
	
	AGAGTTGTAAGTGGTTTCGTGAAT


Table S3 The relative expression level of NcCrRLK1L gene family members in transcriptome
	Gene ID in the transcriptome
	A24_
Read count
	CK_
Read count
	log2

Fold Change
	pvalue
	padj

	TRINITY_DN54000_c1_g1
	490.62
	492.96
	-0.00786427
	0.968933149
	0.994001691

	TRINITY_DN53564_c0_g1
	20.09
	23.59
	-0.229567522
	0.680405066
	0.994001691

	TRINITY_DN52438_c1_g2
	169.85
	99.31
	0.770088891
	0.000999299
	0.015044737

	TRINITY_DN56324_c3_g1
	152.79
	77.27
	0.983219038
	3.05E-05
	0.000658719

	TRINITY_DN58241_c4_g2
	421.38
	222.05
	0.927929393
	3.30E-06
	8.52E-05

	TRINITY_DN45848_c0_g2
	341.11
	1195.42
	-1.809043993
	1.19E-10
	5.56E-09

	TRINITY_DN58241_c4_g2
	421.38
	222.05
	0.927929393
	3.30E-06
	8.52E-05

	TRINITY_DN50572_c1_g1
	88.5
	71.88
	0.298161362
	0.31441763
	0.994001691

	TRINITY_DN45848_c0_g2
	341.11
	1195.42
	-1.809043993
	1.19E-10
	5.56E-09

	TRINITY_DN57045_c1_g1
	451.05
	70.97
	2.670042955
	1.18E-40
	3.89E-38

	TRINITY_DN55439_c0_g3
	820.48
	619.67
	0.402702012
	0.031465427
	0.266708083

	TRINITY_DN50572_c1_g1
	88.5
	71.88
	0.298161362
	0.31441763
	0.994001691

	TRINITY_DN54019_c0_g4
	1716.46
	990.77
	0.792625651
	0.000682112
	0.010749537

	TRINITY_DN50752_c2_g1
	23.22
	51.17
	-1.108785056
	0.025139569
	0.224617414

	TRINITY_DN50572_c1_g1
	88.5
	71.88
	0.298161362
	0.31441763
	0.994001691

	TRINITY_DN50572_c1_g1
	88.5
	71.88
	0.298161362
	0.31441763
	0.994001691

	TRINITY_DN50572_c1_g1
	88.5
	71.88
	0.298161362
	0.31441763
	0.994001691

	TRINITY_DN57045_c1_g1
	451.05
	70.97
	2.670042955
	1.18E-40
	3.89E-38

	TRINITY_DN37518_c1_g1
	52.91
	46.45
	0.1869534
	0.640090757
	0.994001691

	TRINITY_DN50572_c1_g1
	88.5
	71.88
	0.298161362
	0.31441763
	0.994001691

	TRINITY_DN58241_c4_g2
	421.38
	222.05
	0.927929393
	3.30E-06
	8.52E-05


