genus.PrevotellaceaeUCG003.id.11187
genus.Roseburia.id.2012
genus..Eubacteriumfissicatenagroup.id.14373
genus.ChristensenellaceaeR7group.id.11283
genus.Terrisporobacter.id.11348
genus.Streptococcus.id.1853
genus.Veillonella.id.2198
genus.Bacteroides.id.918
genus.RuminococcaceaeUCGO005.id.11363
genus.Ruminococcusl.id.11373
genus.Parvimonas.id.1945
genus..Eubacteriumbrachygroup.id.11296
genus.Rikenella.id.973
genus.Lachnoclostridium.id.11308
genus.RuminococcaceaeUCG014.id.11371
genus.Turicibacter.id.2162
genus.Blautia.id.1992
genus.Peptoclostridium.id.11346
genus.Desulfovibrio.id.3173
genus.RuminococcaceaeUCG010.id.11367
genus..Eubacteriumcoprostanoligenesgroup.id.11375
genus.Alloprevotella.id.961
genus.Anaerotruncus.id.2054
genus.unknowngenus.id.2755
genus.Lelliottia.id.14638
genus.RuminococcaceaeUCGO002.id.11360
genus..Ruminococcustorquesgroup.id.14377
genus..Eubacteriumventriosumgroup.id.11341
genus.Sellimonas.id.14369
genus.Holdemanella.id.11393
genus.RuminococcaceaeUCG007.id.11364
genus.Odoribacter.id.952
genus.RuminococcaceaeNK4A214group.id. 11358
genus.Butyricicoccus.id.2055
genus.Eggerthella.id.819
genus.Intestinibacter.id.11345
genus.Actinomyces.id.423
genus.Romboutsia.id.11347
genus.Coprococcusl.id.11301
genus.LachnospiraceaeFCS020group.id.11314
genus.Slackia.id.825

genus.Klebsiella.id.3507
genus.Eisenbergiella.id.11304
genus.Erysipelatoclostridium.id.11381
genus.Ruminiclostridium9.id.11357
genus.Cloacibacillus.id.3908
genus.Paracoccus.id.2607
genus.Oscillibacter.id.2063
genus.RuminococcaceaeV9D2013group.id.11372

genus.Adlercreutzia.id.812
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genus.Streptococcus.id.1853
genus.Roseburia.id.2012
genus.Bacteroides.id.918
genus.Ruminiclostridium5.id.11355
genus.Dorea.id.1997
genus.Lachnoclostridium.id.11308
genus.Terrisporobacter.id.11348
genus..Eubacteriumcoprostanoligenesgroup.id.11375
genus.Fusobacterium.id.2210
genus.RuminococcaceaeUCG014.id.11371
genus.Cloacibacillus.id.3908
genus.ChristensenellaceaeR7group.id.11283
genus.Ruminococcus1.id.11373
genus..Ruminococcustorquesgroup.id.14377
genus.Blautia.id.1992
genus..Eubacteriumrectalegroup.id.14374
genus.Anaerostipes.id.1991
genus.Pediococcus.id.1838
genus.Fusicatenibacter.id.11305
genus.Butyricicoccus.id.2055
genus.Bifidobacterium.id.436
genus.Coprococcus3.id.11303
genus.LachnospiraceaeND3007group.id.11317
genus.Faecalibacterium.id.2057
genus.Veillonella.id.2198
genus.Oribacterium.id.2008
genus..Eubacteriumventriosumgroup.id.11341
genus.RuminococcaceaeUCG013.id.11370
genus.Intestinimonas.id.2062
genus.unknowngenus.id.826
genus.LachnospiraceaeFCS020group.id.11314
genus.Ruminiclostridium9.id.11357
genus.Subdoligranulum.id.2070
genus..Eubacteriumeligensgroup.id.14372
genus.Marvinbryantia.id.2005
genus.Eisenbergiella.id.11304
genus..Eubacteriumfissicatenagroup.id.14373
genus.Slackia.id.825
genus.Parabacteroides.id.954
genus.RuminococcaceaeUCG005.id.11363
genus.Coprococcusl.id.11301
genus.Coprococcus2.id.11302
genus.LachnospiraceaeUCGO008.id.11328
genus.RuminococcaceaeNK4A214group.id.11358
genus..Eubacteriumhalliigroup.id.11338
genus.Anaerotruncus.id.2054
genus..Ruminococcusgauvreauiigroup.id.11342
genus.Alistipes.id.968
genus.Adlercreutzia.id.812

genus.Anaerofustis.id.1931
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