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Figure S1. Amino acid sequence alignment of TcdC in tcdA+B+ C. difficile isolates (n = 50) as compared with C. difficile reference strain VPI10463.

1

image1.jpeg
Lolate
PIIONES
RIGLD-440
RIGLD 263
RIGLD-194
RIGLD7
RIGLD49
RIGLD-179
RIGLD412
RIGLD-IS
RIGLD-134
RIGLD-i72
RIGLD228
RIGLD-142
RIGLD473
RIGLD441
RIGLD-155.
RIGLD238
RIGLD-206
RIGLD213
RIGLD-286
RIGLD-193
RIGLD-141
RIGLD-186
RIGLD- 187
RIGLD-201
RIGLD 442
RIGLD221
RIGLD-13
RIGLD-495
RIGLD-167
RIGLD216
RIGLD316
RIGLD-337
RIGLD-118
RIGLD-403
RIGLD-462
RIGLD-169
RIGLD-200
RIGLD527
RIGLD374
RIGLD-184
RIGLD26
RIGLD 155
RIGLD-150
RIGLD-198(1)
RIGLD214
RIGLD 352
RIGLD-19%
RIGLD 284
RIGLD-127
RIGLD-126

Iolate

RIGLD167
RIGLD216
RIGLD-316
RIGLD-337

D11
RIGLD-403
RIGLD-462
RIGLD169
RIGLD-200
D52
RIGLD-374
RIGLD 184
RIGLD26
RIGLD155
(GLD 150
RIGLD-198(1)
RIGLD214
RIGLD352
RIGLD198
Dass
RIGLD127
s

1edC genotype
Wild e

T
o3

Unrecogaized
o

o
o
103
o
Unrecogaized
o

o
o0
126
139
om
o
o1
o1

10

©
o e

® @ o L ° L

1o

12

1%

iSRRI TEF STECK

ERIINN

FRSTRGTALLAFILGVE

s

reR (OO SO OO (O DO . DORNOON UG . DONOS UM .. SONORE (N1 N O . 1. SO, .
A EBHEE VI SO TSV DSOKTETET LS KL SDAEPWT KHKDDEKKA T E A ETORKAEE /A KKAEEAKKI EEURRREEEERK

o

o0

0o o
" i

o o 0 20 m

. | A
CAEARRE T ey a1

e :
[FRRAKTECKVIGVIEDUBEVATRE
KV

AVSeT

e M o Mo R s R e LN
TOKVVICSYRKS 1 TPSRVEEDDY 1 11RO TSACTITVESTHOG I 1 P01 AVERTT)





