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Fig. S1 Home pages the platforms for B-cell epitope prediction by the OptimumAntigenTM Design Tool (A) and T-cell epitope prediction by IEDB (B).
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Fig. S2 pET-28a-OmpW sequencing.

[image: Fig.S3]
Fig. S3 Mass spectrometry (A) and liquid chromatography (B) of the multiepitope peptide rOmpW.
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[image: Fig.S4]
Fig. S4 Assessment of the lethal dose of A. baumannii ATCC17978.

[image: Fig.S5]
Fig. S5 Survival rates (A), body weight changes (B) and clinical scores (C) each day after A. baumannii challenge.
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[bookmark: OLE_LINK2]Fig. S6 Human peripheral blood neutrophils.
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Fig. S7 Mass spectrometry(A) and liquid chromatography(B) of DCpep.

[image: Fig.S8]
Fig. S8 Safety evaluation of DCpep-NM-PLGA-rOmpW
Notes: Cytotoxicity of DCpep-NM-PLGA-rOmpW and DCpep-NM-PLGA-PBS to A549 cells (A-B). Liver and kidney functions in different groups (C-F). HE staining of major organs (G).


image7.tiff
Expacteds: 147063

Fowrte 0 2nimn [ —
Bufk A% HCOOH nuater  BffD0.1% HCOOH i Acscild
b e
. %
. I
u o e
T s o Wn dn Wn % 5%
“
e
Peak Results
7T | g [
P o] |
o [ 212z e | 3]
I . e i[i]_mom| am| ]
s 21 Pt Oy gt [T oy





image8.tiff
a8n

o DCpep-NVEPLGA-1OmpW
= DCpepNVLPLGAPES

i
H

st

EEEN]




image1.tiff
0 nse [ — B MHC-I Binding Predictions
=5 A

[ ———
[y ——
Protein Anaivsis Tool Erter  sequence(s) n FASTA ormat.
Peptide peopeny calcudator Ll
\niProt Blast Tool
s
Input your data: ‘Space_separatd format ceected
Orsetecani s B RS

Chosse your prtein format e v

==
e

T TS A TR LRI et

RS A R MPOTTIATS
L ——

st (st}
Fst, Cheose databasesfo homckogy fibeing. | Bmose 8 b.u 9
3 o o i V) Bmose
S —— - B
Geneal Paametes:

v Ui tn O




image2.tiff
Project: G0248742-1.8Q0 Contig 9
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ZHOS-F21015-G0248742-1 TIter.abl (1>792)  +—  GTAGAGGATCGAGATCTCOATCCCGCGANATTANT ACGACTCACTATAGGGGAN TTGTGAGCGGATANCANTTCCCCTCTAGRANTARTTTTGTT
o 110 120 10 110 150 160 170 180 150
UN05-¥27075-G0248742-1_TTLer.abl (15792) =  TAACIITAAGAAGGAGATATACCA TGGGCAGCAGE AT A TCATCATCATCAC AGCAGCGGCC TGGTGOCGCGCGGCAGOCATATGOCTAGCATG
AT TGGACAGCARA TG GG TCGCGGATC GG T AR T TGO ARG TAAAATT GG TGO TAGCG T TAT TGC TCCATC TGARGACACARCARCTGCTTT
GH05-¥27075-G0248742-1_TTLor.abl (15792)  — AT IGoACAGC AR TG G CaC GG T COGE T AR TGGCAAG T AR T GG T GG TAGCG L AT TGCTCCATCIGAAGACACARCARCTGC T
60248742-1 504 (1>537) — A TCCGGT AR TTGGCAAG T AR AN T T TGGT GG TAGCG T TR TGCTCCATCTGAAGACACAACAACTGCT T
200 300 310 320 330 330 350
GG TG 1G0T ARAGGCAGACCA TGANT ATGCAT T TACTCCATCAGTAGAN TACTT TT TTGGTCANTC:
ZROS-F21075-C0210/12-1_TIter.anl (1>/02)  +— TG TAAAGOCAGACCA TOAR T ATGCAT T TACTCCA TCAG TAGAR TACT T TT TTGGTCANTCTCCATTTTCGGCAGRRTTAT TATTAGCAR
C0248742-1.50q (15537) —  AGGTGTGGTARAGGCAGACCATGARTATGCATTTACTCCATCAGTAGAATACTT TT TTGOTCARTCTCCATT TTCOGCAGAATTAT TATTAGCAA
390 40 i o420 430 440 430 4g0 470
ZHOS-F27075-C0210742-1_TIter-anl(1>792) =  CACCTGTTAATCACGATCTTTTATTAGATCOTCAGAAACTAGCGCCT AT TARAC AR TTCOCACCARC AR T TACACCARANTATCAT TTTARARAC
§0248742-1.504 (1>537) = CACCTGTTANTCACGATGI I TAT TGN TGRTCAGAAAGTAGCECGT T TANGANTTGCEACCANCANTTACAGCANANTATCATTTTANAAAC
TN05-F27075-G024747-1 TTtar.am (15792)  e— G
§0248742-1 900 (1>537) - ARGATTTTGE
50 590 600 610 620 630 610 650 650
P AP FOPT PO FOP TN FOUTTOUN PP TN VT TN TN T VT
ZN05-F27075-G0748747-1 TIter.abl (1>792) =  TGTCGOTGGOCAMTTGRTTTTANCTTGAAGE TGCTGATGGTAAANTTGGGG TGTAT TTGTAGA TGTTOGTTATGGAGATAT TAGTCGAGANG
G0248742-1.38q (1>537) —  TOTCGCTOGCCARAT GO T T TAAC T ICCAACC TG TOATGC TAAAAT TGO TG TAT TTGTAGA TG TTCGTTATGCAGATAT TAGTCCAGAAG
AT AN CANATGRTGC TN T TTGACTTAGNT AT TANCCOGTTTGTPTACACTTTAGGTTATAGE
ZHOS-F27075-G0248742-1_TTter.abl(1>792) =  TIACTITAACAAATGGTGCTARATTTGACTTAGATATTARCCCGT TTGT T TACACT TTAGGTTATAGCTATARAT TCTARCTCGAGCACCACCAC
G0248742-1. 304 (1>537) —*  TTACTTTAACAAATGGTGCTAAATTTGACTTAGATATTAACCCGTTIGTTTACACT TTAGGTTATAGCTATARAT ICTARCTCGAG
770 780 790
CACCACCACTGAGATCCGGCTGCTARCARAGE

TH05-F27075-G0248742-1_T7ter. abl (1792)
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PeakNo. RetTime  Height Area Cone.

1 1315 23910861 191676.828 2
2 nm 348703781 8426515000 955034
3 nm 23747896 193007.109 21875
4 1858 733936 6347651 00719
s 21567 882322 5710280 0.0647
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