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Fig. S1 Sequence alignment of MET1 between /. rubescens and A. thaliana

* 1420 * 1440 * 1460 * 1480 * 1500

190
199

289
298

387
397

486
493

586
593

681
692

781
792

881
892

980
991

1080
1089

1178
1189

1278
1289

1378
1389

1478
1489



