
Extended Data Fig 1
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PBMCs and LNMCs – pre-ATI
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E.D.
Pre-ATI: PBMCs and LNMCs target genes
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pIRF7, FDR-adjusted p value = 0.046
pIRF3, FDR-adjusted p value = 0.031
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CA-vDNA post-ATI
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Combo-treated RMs
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Combo: aIL-10+aPD-1
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