Supplementary Table 1. Experimental groups
	Groups
	Treatment
	No. of rats

	
	1-5 weeks: NMBA (s.c.)
	6-25 weeks: water (p.o)
	

	RT
	-
	RT
	5

	HW
	-
	65 °C
	5

	NMBA + RT
	+
	RT
	20

	NMBA + HW
	+
	65 °C
	20

	NMBA + HW + IW
	+
	65 °C + 0 °C
	20




Supplementary Table 2. Novel up- or down-regulated LncRNA
	Gene name
	Up/Down
	P value
	Known/Novel

	LTCONS_00049076
	Up
	0.00022214
	[bookmark: OLE_LINK412][bookmark: OLE_LINK413]Novel

	LTCONS_00031579
	Up
	4.72E-06
	Novel

	LTCONS_00038037
	Up
	4.54E-06
	Novel

	LTCONS_00029840
	Up
	4.75E-84
	Novel

	LTCONS_00022101
	Up
	4.23E-07
	Novel

	LTCONS_00002697
	Up
	6.38E-29
	Novel

	LTCONS_00035974
	Up
	3.24E-264
	Novel

	LTCONS_00041292
	Up
	1.10E-28
	Novel

	LTCONS_00042557
	Up
	4.98E-13
	Novel

	LTCONS_00050113
	Up
	4.19E-79
	Novel

	LTCONS_00033175
	Up
	1.30E-11
	Novel

	LTCONS_00036111
	Up
	3.40E-13
	Novel

	LTCONS_00035958
	Up
	0
	Novel

	LTCONS_00003079
	Up
	4.31E-15
	Novel

	LTCONS_00035966
	Up
	1.46E-156
	Novel

	LTCONS_00035982
	Up
	1.71E-41
	Novel

	LTCONS_00035977
	Up
	2.80E-244
	Novel

	LTCONS_00007386
	Up
	5.34E-37
	Novel

	LTCONS_00005852
	Up
	5.95E-06
	Novel

	LTCONS_00037236
	Up
	1.52E-10
	Novel

	LTCONS_00020489
	Up
	1.81E-43
	Novel

	LTCONS_00036245
	Up
	0.0004724
	Novel

	LTCONS_00034602
	Up
	7.62E-20
	Novel

	LTCONS_00009897
	Up
	1.82E-37
	Novel

	LTCONS_00012748
	Up
	1.16E-101
	Novel

	LTCONS_00029485
	Up
	6.21E-14
	Novel

	LTCONS_00014107
	Down
	1.36E-130
	Novel

	LTCONS_00041650
	Down
	0.000500001
	Novel

	LTCONS_00024048
	Down
	5.54E-06
	Novel

	LTCONS_00010837
	Down
	1.36E-17
	Novel

	LTCONS_00007794
	Down
	5.80E-09
	Novel

	LTCONS_00025444
	Down
	3.36E-05
	Novel

	LTCONS_00015734
	Down
	5.04E-12
	Novel

	LTCONS_00009732
	Down
	4.69E-18
	Novel

	LTCONS_00009731
	Down
	5.27E-11
	Novel

	LTCONS_00042860
	Down
	1.17E-06
	Novel

	LTCONS_00048445
	Down
	2.16E-11
	Novel

	LTCONS_00025817
	Down
	1.19E-35
	Novel

	LTCONS_00011678
	Down
	3.38E-05
	Novel

	LTCONS_00047596
	Down
	5.08E-07
	Novel

	LTCONS_00038041
	Down
	4.69E-28
	Novel

	LTCONS_00010839
	Down
	3.28E-42
	Novel

	LTCONS_00012413
	Down
	1.89E-20
	Novel

	LTCONS_00010830
	Down
	2.86E-10
	Novel

	LTCONS_00016723
	Down
	6.56E-26
	Novel

	LTCONS_00014597
	Down
	1.80E-06
	Novel

	LTCONS_00042676
	Down
	8.03E-06
	Novel

	LTCONS_00044096
	Down
	8.35E-08
	Novel

	LTCONS_00023933
	Down
	5.84E-05
	Novel

	LTCONS_00044365
	Down
	2.04E-05
	Novel

	LTCONS_00012412
	Down
	8.07E-18
	Novel

	LTCONS_00042128
	Down
	1.43E-18
	Novel






Supplementary Table 3. Oligonucleotides used in the current study
	
	Direction
	Sequence

	qRT-PCR
	
	

	LTCONS_00014107
	Forward
	TGACACCAGGCCCAGCTAGT

	
	Reverse
	AAGCATGGTGGATTTGGCAG

	miR-29b-2-3p
	Forward
	ACAGCAATTAGCACCATTTGAA

	
	Reverse
	TATGCTTCTTCTCGTCTCTGTGTC

	GPR37
	Forward
	ATGTCGCGGCTACTGCTTC

	
	Reverse
	GCAGAACGTCTCTTGCAGAAT

	GAPDH-Rat
	Forward
	TGCCACTCAGAAGACTGTGG

	
	Reverse
	TTCAGCTCTGGGATGACCTT

	GAPDH-Human
	Forward
	GGAGCGAGATCCCTCCAAAAT

	
	Reverse
	GGCTGTTGTCATACTTCTCATGG

	U6-Rat
	Forward
	TGCTTCGGCAGCACATATAC

	
	Reverse
	AGGGGCCATGCTAATCTTCT

	U6-Human
	Forward
	CTCGCTTCGGCAGCACA

	
	Reverse
	AACGCTTCACGAATTTGCGT

	
	
	

	siRNA duplexes
	
	

	LTCONS_00014107 siRNA-1
	Sense
	GCCAGAAUCUUCCAUCGAATT

	
	Antisense
	UUCGAUGGAAGAUUCUGGCTT

	LTCONS_00014107 siRNA-2
	Sense
	GCAUCUGGCUUCUAGGAUATT

	
	Antisense
	UAUCCUAGAAGCCAGAUGCTT

	LTCONS_00014107 siRNA-3
	Sense
	GCAUCUGACUGACUGGUUATT

	
	Antisense
	UAACCAGUCAGUCAGAUGCTT
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Supplementary Table 4. Potential target genes of hsa-miR-29b-2-3p
	Gene name
	Fold change
(T/N)
	P value
	Energy

	CAMK1D
	1.505
	4.29E-05
	-26.4

	PI15
	1.638
	 1.56E-6
	-23.8

	PAIP2
	2.796
	2.00E-03
	-21.2

	SLC31A1
	1.117
	3.06E-05
	-20.9

	BLMH
	2.478
	1.25E-07
	-20.8

	CALU
	2.23
	1.75E-06
	-20.6

	PPIC
	1.795
	3.00E-02
	-20.4

	EML5
	-1.36
	5.00E-04
	-20.4

	HBP1
	1.479
	6.00E-03
	-20.3

	FOXJ2
	1.177
	2.00E-03
	-20.3

	COL4A5
	3.205
	4.06E-07
	-20.2

	DIO2
	1.147
	5.89E-04
	-20

	GPR37
	1.245
	2.15E-05
	-19.9

	AP1G1
	1.346
	1.00E-03
	-19.8

	NASP
	2.114
	7.25E-08
	-19.7

	GPX7
	3.516
	2.66E-05
	-19

	BRWD3
	-1.669
	3.27E-12
	-18.9

	ELOVL4
	-4.444
	1.48E-08
	-18.9

	PLEKHA1
	2.117
	1.58E-09
	-18.8

	TLL1
	1.244
	3.00E-03
	-18.6

	SCAMP5
	1.858
	6.61E-14
	-18.5

	PPM1D
	-1.626
	4.15E-06
	-18.3

	DNMT3A
	2.143
	2.41E-04
	-18

	RNF165
	-1.627
	4.20E-02
	-17.7

	GAS7
	-2.316
	1.07E-08
	-16.9

	NFIA
	1.632
	1.00E-03
	-16.8

	AMOT
	1.142
	2.28E-07
	-16.8

	QKI
	1.416
	2.03E-05
	-16.5

	PDGFC
	2.535
	2.00E-03
	-16.3

	EPS15
	1.536
	2.41E-05
	-16.1

	NUP160
	1.497
	3.00E-03
	-15.9

	KIAA0355
	-1.373
	1.05E-04
	-15.7

	SCML2
	1.123
	3.29E-04
	-15.6



