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Figure S1：Effects of si-circCAMSAP1 on cell proliferation. 

(A) Schematic representation showing two targeted siRNAs, which target the BSJ of circCAMSAP1. qPCR analysis of circCAMSAP1 levels following silencing by siRNA. (B) CCK-8 assay results demonstrating that knockdown of circCAMSAP1 promotes proliferation in C918 cells. Data are represented as mean ±SEM (n≥3). *p < 0.05, **p < 0.01, ***p < 0.001, ****p < 0.0001 by t-tests.
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Figure S2：NONO sponges miR-1182. 

(A) Interaction between NONO and miR-1182 with the binding sequence highlighted. (B) RIP assays confirming sponging of NONO in the mimic-miR-1182 treatment group (n=3). (C) Relative expression levels of miR-1182, miR-1277-3p, and miR-4701-5p in NC, mimic-NC, and OE-circCAMSAP1 groups (n=3). (D) Dual-luciferase reporter assay indicating interactions between circCAMSAP1 and three miRNAs. Data are represented as mean ±SEM (n=3). *p < 0.05, **p < 0.01, ***p < 0.001 by t-tests.
